MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (ACCDDIJG_00010)

AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NF012165.0) (ACCDDIJG_00012)

Copper exporter (VF0849) (AC‘CDDIJG,OOOO‘?‘ gac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NFO00089.1) (ACCDDIJG_00020)
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11 12 13 HTH-type transcriptional regulator QacR (FKCHPJKD_00018)
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3 4 151182 family transposase 1SSep1 (AMIFGELO_00010)

£ i oOa——0 < —EdE—{ &

I ———— — ——
IMGPR_plasmid_3300053491_013013: 19,845-23,517 (+); 1-10,092 (+)
21 22 2 3

OO @E—— I HEKK - T

L ———————————_—— I
IMGPR plasmid_3300053491_008594: 11,601-20,581 (+); 1-3,315 (+)
22 23 1 3

e O {T-E—h—D—C K {4

e —— —
IMGPR_plasmid_3300053491_017334: 14,943-24,869 (+); 1-2,112 (+)
12 13

e Wi haEa——Di 4« —EiEE{ 0 X1

I —— —
IMGPR_plasmid_3300053491_030794: 6,013-18,063 (+)

25 24 151182 family transposase I1SSep1 (KLNBNHPA_00023)
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16 17 151182 family transposase ISSep1 (LEOFOMME_00023)
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Copper-sensing transcriptional repressor CsoR (GFEBKLNM_00021)
151182 family transposase ISSep1 (GFEBKLNM_00017)
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Copper-sensing transcriptional repressor CsoR (ALCEMHBF_00005)
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18 19 25 151182 family transposase 1SSep1 (IFBLNMKF_00026)
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151182 family transposase ISSep1 (HGFGJEDC_00004)
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L-serine dehydratase, alpha chain (AHGBJMFM_00004)
151182 family transposase 1SSep1 (AHGBJMFM_OOOO?)
6 5 \ 3 2 Xylulose kinase (AHGBJMFM_00001)
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L-serine dehydratase, alpha chain (CHLNIFDG_00004)
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chaper_CopP-NCBIFAM copp_e(r-binding metallochaperone CopP (NFO33781.1) (MICPLPAC_00015)
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HTH-type transcriptional regulator CysL (HLHIMLPH_00015)
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Copper-exporting P-type ATPase (BPPLKIKD_00034)
Copper-exporting P-type ATPase (BPPLKIKD_00033)
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