RepFIB replication protein A (HDLPMHEL_00021)
15 18 24
1416 17 [19 20 | 222325 26

IMGPR_plasmid_2687453139_000004: 10,446-21,377 (+)
20 22

IMGPR_plasmid_2687453387_000003: 10,447-21,378 (+)
234233

IMGPR_plasmid_2922867197_000003: 196,766-204,538 (-)
6061 6566 69

IMGPR_plasmid_2851453726_000002: 58,356-70,667 (+)
RepFIB replication protein A (DOJOLHOE_00143)
PImFOB?) (DOJOLHOE_00141)
144 142 | 139

HEHOOH—DHEM

\MGPR,p\asm'\d7287753325,000002: 110,333-122,212(-)
RepFIB replication protein A (ABDNNNFA_00021)
Uzume__UzuA (ABDNNNFA_00030)
1718 2223 24 279Til Type-111-A_STK (ABDNNNFA_00032)

- —
IMGPR_plasmid_2718218265_000004: 10,419-27,724 (+)
RepFIB replication protein A (AKALNCAM_00188)
Tn3 family transposase TnEcl (AKALNCAM_00184)
183
182] 185 189 190  Pla(VF0139) (AKALNCAM_00191)

IMGPR_plasmid_2534681704_000009: 1?,289—171,055 (+)
16S_rRNA_Rmt_gen-NCBIFAM Rmt family 16S rRNA (guanine(1405)-N(7))-methyltransferase (NFO00466.2) (KAIFJDJA_00106)
I MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (KAIFJDJA_00062)

ANT_3pp_AadA3-NCBIFAM ANT(3")-la family amlnogly505|de nucleoti yItransferase AadA3 (NF033127.1) (KAIFJDJA_00112)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (KAIFJDJA_00111)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310 2) (KAIFJDJA_00066)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator(NF010315 0) ( KAIFJDJA _00074)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcrlptlonal regulator(NF010315 0) ( KAIFJDJA _00060)
APH,3p,VI-NCBIFAM APH(3')-VI family aminoglycoside O-phosphotransferase (NF033062.0) (KAIFJDJA_00095)
ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (KAIFJDJA_00103)
blaNDM-NCBIFAM NDM family subclass B1 metallo beta-lactamase (NF000259.2) (KAIFJDJA_00092)

coreg MerD-NCBIFAM mercury resistance co- regulator MerD (NFO33783 1) (KAIFJDJA_00065)

transport merC-NCBIFAM organomercurlaltransporter MerC (NF033784 1) (| KAIFJDJA _00063)
trim_DfrA12-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA12 (NFOOO053. 2) (KAIFJDJA 00113) ‘ MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) KATFJDJA _00064)
N-(5'- phosphorlbosyl)anthranllate isomerase (KAIFJDJA_00090) Mercurlc transport protein MerT (KAIFJ DJA _00061)

MPH_3-NCBIFAM Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NF000241 1)TKAIFJDJA_00102) 15110 family transposase 1S4321R (KAIFJDJA 00073)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (KAIFJDJA_00110) J|sab family transposase ISAba125 (KAIFJDJA_00082)
ISNCY family transposase ISKpn21 (KAIFJDJA_00100) Tn3 family transposase TnAsS KA FJDJA 0069)

1530 famil?transposase‘ 1SAba125 (KAIFJDJA_00094) 1S1 family transposase 1S1R (KAIEJDJA 00072) }

\ 1630 family transposase ISEc33 (KAIFJDJA_00093) Tn famllytransposaseTn2(KATFJDJA 00075)
15110 family transposase 154321L (KAIFJDJA_00117) 1S3 family transposase ISAba14 (KAIFJDJA_00096) ISéfamllytransposase 1S15 KAIFTDJA 00078)
1S5 family transposase ISEc35 (KAIFJDJA_00108) J ISéfamlIytransposase 1526 (KAlFJDJA 00076)
|S4fam|lytransposaseISEc29(KAIFJDJA 0104) Tn3 family transposase Tn2 (KAIFJDJA_00077)
Tyrosine recombinase XerC (KAIFJDJA_00114) | 10 kDa chaperonin (KAIFJDJA_00087) LP DC-515_ WP 2062990251(KA JDJA
Tn3 family transposase TnAs2 (KMFJDJA‘_o‘ohé) 156 family transposase 1515 (KAIFJDJA 00097) | DNA-invertase hin (KAIFJDJA_00081) \ \ UL
DNA-invertase hin (KAIFJDJA_00115) IS cvfamilytrans‘posése|SBcén27(KEFJDJA_oo1o1) ‘ 88 83 T79 ‘ ‘ ‘DNA invertase hin KAIFJ JA ‘o
8
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IMGPR_plasmid_2896801390.000003: 46,224-108.989 (). =
16S_rRNA_Rmt_gen-NCBIFAM Rmt family 16S rRNA (guanine(1405)-N(7))-methyltransferase (NFO00466.2) (IDEGGCGG_00033)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (IDEGGCGG_00056)
ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family amlnoglyc05|de nucleoti yItransferase AadA3 (NF033127.1) (IDEGGCGG_00027)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (IDEGGCGG_00028)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (IDEGGCGG_00052)
PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsivetranscriptionalregulator(NF0103T15A0)(IDEGGCGG_OOO42)
trim_DfrA12-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA12 (NFO00053.2) (IDEGGCGG_00026) | |
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (IDEGGCGG_00058)
ABCF_Msr_all- NCBIFAM Msr family ABC- Ftype ribosomal protectlon protein ( NF000168 2) (IDEGGCGG_00036)
MPH_3-NCBIFAM Mph(E) /Mph(G)famuIy macrolide 2'- phosphotransferase(NF000241 1) (IDEGGCGG_00037)
chIoram_CatA NCBIFAM typeAchIoramphenlcoI O-acetyltransferase ( NFbOO491A1 (IDEGGCGG_00046)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (IDEGGCGG_00029) | ||
coreg_MerD- NCBIFAM mercury resistance co-| regulator MerD (NF033783.1) (IDEGGCGG_00053)
transport merC-NCBIFAM organomercurlal transporter MerC (NF033784.1) (IDEGGCGG_00055)
MerA-TIGRFAMs TIGRFAMs: mercury(i) reductase (TIGR02053.1) IDEGGCGG_00054)
| 110fam||y transposase IS4321R (IDEGGCGG _00043)
1S5 family transposase ISEc3. (IDEGGCGG 00031) 1S110 famlly transposase IS4321R(IDEGG GG_00048)
IS1 family transposase IS1D (IDEGGCGG_00045)
151 family transposase ISTR (IDEGGCGG 00044)
154 family transposase ISEc29 (IDEGGCGG_00035) | |
\ 1S6 family transposase 1S26 (IDEGGCGG_00040) Mercuric transport protein MerT (IDEGGCGG_00057)
Tyrosine recombinase XerC (IDEGGCGG_00025) JT ‘ ‘ Tn‘3f‘ami|y‘tr‘anspdsaseTnAs3(IDE‘GGCGG_‘&O‘(M‘?)
Tn3 family transposase TnAs2 (IDE‘@G‘CGG,OO‘OZ& n3 family transposase Tn2 (IDEGG‘CGG,OOO‘41) L ‘ (U(L ‘
DNA-invertase hin (IDEGGCGG_00024) DNA-invertase hin (IDEGGCGG_00050)
1S110 family transposase 154321L (IDEGGCGG_00022) | | 30 |47 | [T R I N -1

32| 34 ‘ 38 39

IMGPR _plasmid_26874535%95_000003: 10,960~ 58 440( )

[ 20000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




