ISNCY family transposase ISKpn21 (IDEGGCGG_00104)
ISNCY family transposase ISBcen27 (IDEGGCGG_00105)
DNA-binding protein H-NS (IDEGECGG700102)
1S3 family transposase ISKpn38 (IDEGGCGG_00106)
| DpdC_00006 DpdC (IDEGGCGG_00110)
Thermonuclease (IDEGGCGG_00100) ‘ 107 109
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IMGPR_plasmid. 2687453595 000003: 90,426-101,389 (4]
ISNCY family transposase ISKpn21 (DOJOLHOE_00097)
ISNCY family transposase ISBcen27 (DOJOLHOE_00096)
1S5 famil\/transposase ISEc68 (DOJOLHOE_00095)
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IMGPR_plasmid_2877533202_000002: 66,780-80,831 (-) —p
ISNCY family transposase ISKpn21 (KOIMJBME_00101)

ISNCY family transpgs';se ISBcen27 (KOIMJBME_00102)
1S5 family transposase 1S903 (KOIMJBME_00107)
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IMGPR_plasmid_2687453387_000003: 95,122-109,165 (+)
232 233
IMGPR_plasmid_2534681704_000009: 202,609-208,322 (+)
2,3-bisphosphoglycerate-dependent phosphoglycerate mutase (JEEPMFDH_00081)
putative manganese-dependent inorganic pyrophosphat;s';(JEEPMFDH_OOO78)
Putative undecaprenyl-diphosphatase ijG (JEEPMFDH_00077)
1S5 family transposase ISKpn26 (JEEPMFDHF)O72 ‘TRAP -T-associated universal stress protein TeaD (JEEPMFDH_00087)
1S5 family transposase 1S903 (JEEPMFDH_00069) Putative fluoride ion transporter CrcB (JEEPMFDH_00082)
IS5 family transposase 1S903 (JEEPMFDH_00060) Chloride/fluoride channel protein ( jEEPMFDH_OOO76) T DNA mismatch repair protein MutS (JEEPMFDH_00085)
1S5 family transposase 1S903 (JEEPMFDH_00065) 73 Streptocoﬁcalenblase(VFlOéO) 8] EPMFDH_OOOSO) Na(+)/H(+)ahtiporter(JEEPMFDH_OOOSB)
MazEF_ MazE (JEEPMFDH_00067) 74 Endonuclease MutS2 (JEEPMFDH_00084)
59 6162 6364 | 66 68 | 70 71 75 79 | MgtBC (VF0106) (JEEPMFDH_00083) | 86|
— I —

IMGPR _plasmid_2718218007_000003:47,351-82,466 (+)
2,3-bisphosphoglycerate-dependent phosphoglycerate mutase (FKBKOOKB_00081)
putative manganese-dependent inorganic pyrophosphatgaFKBKOOKB,OOO78)
Putative undecaprenyl-diphosphatase YbjG (FKBKOOKB_00077)

1S5 family transposase ISKpn26 (FKBKOOKB_D0073} TRAP-T-associated universal stress protein TeaD (FKBKOOKB_00087)
1S5 family transposase 1S903 (FKBKOOKB_00070) Putative fluoride ion transborter CrcB (FKBKOOKB_00082)
1S5 family transposase IS903 (FKBKOOKB_00061) Chloride/fluoride channel protein (FKBKOOKB _00076) DNA mismatch repair protein MutS (FKBKOOKB_00085)
1S5 family transposase IS903 (FKBKOOKB_00066) Streptococcal enolase (VF1060) (FKBKOOKB_00080) Na(+)/H(#) an‘tiporter(FKBKOOKB,OOOSS)
MazEF_ MazE (FKBKOOKB_00068) 74 | Endonuclease MutS2 (FKBKOOKB_00084)
60 | 62636465 | 67 69 | 71 72 175 79 | MgtBC (VFO106) (FKBKOOKB00083) | 86|
I I —_—

IMGPR _plasmid_2728369383_000004: 47,351-82,466 (+)
2,3-bisphosphoglycerate-dependent phosphoglycerate mutase (MMJMMBNF_00079)
putative manganese-dependent inorganic pyrophosphata?eTMMJMMBNF_OOO76)
Putative undecaprenyl- dlphosphatase YB]G (MMJMMBNF_00075)

1S5 family transposase ISKpn26 (MMJMMBNF 00071) TRAP T-associated universal stress protein TeaD (MMJMMBNF_00085)
1S5 family transposase 1S903 (MMJMMBNF_00068) Putative fluoride ion transporter CrcB (MMJMMBNF_00080)
IS5 family transposase 1S903 (MMJMMBNF_00059) Chloride/fluoride channel protein (MMJMMBNF_00074) DNA mismatch repair protein MutS (MMJMMBNF_00083)

1S5 family transposase 1S903 (MMJMMBNF_00064) Streptococcal enolase (VF1060) (MMJMMBNF_00078) Na(+)/H(+) antiporter (MMJMMBNF_00086)

MazEF_MazE (MMJMMBNF_00066) 72 | Endonuclease MutS2 (MMJMMBNF_00082]
60 61 6263 | 65 67 | 69 70 173 77  |MgtBC (VF0106) (MMJMMBNF 00081) | 84| |

I I _—
IMGPR _plasmid_2718218006_000003:47,351-82,466 (+)
2,3-bisphosphoglycerate-dependent phosphoglycerate mutase (HMFCGBIK_00101)
putative manganese-dependent inorganic pyrophosphatase (HMFCGBIK_OOO97)
Putative undecaprenyl- dlphosphatase ijG (HMFCGBIK 00096)
Putative fluoride ion transporter CrcB (HMFCGBIK_00102)
1S5 family transposase ISKpn26 (HMFCGBIK,OOO‘?Z TRAP-T-associated universal stress protein TeaD (HMFCGBIK_00107)
1S5 family transposase 1S903 (HMFCGBIK_00089) \ 'J DNA mismatch repair protein MutS (HMFCGBIK_00105)
1S5 family transposase 1S903 (HMFCGBIK_00080) Streptococcal enolase (VF1060) (HMFCGBIK_00099) Na(+)/H(+) antiporter (HMFCGBIK_00108)
1S5 family transposase 15903 (HMFCGBIK_00085) Chloride/fluoride channel protein (HMFCGBIK_00095) Endonuclease MutS2 (HMFCGBIK_00104)

MazEF_ MazE (HMFCGBIK_00087) ‘ 93 ‘ MgtBC (VF0106) (HMFCGBIK_00103) ‘ |

81828384 | 86 88 | 90 91 T4 98 ‘ 100 | | \ 106

IMGPR _plasmid_2922799275_000002: 72,614-107,729 (+) "
} 10000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




