Virulence regulon transcriptional activator VirB (HDLPMHEL_00257) 264
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IMGPR_plasmid_2687453139_000004: 229,923-248,969 (+)
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IMGPR_plasmid_2851453726_000002: 1,166-17,596 (+)
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IMGPR_plasmid_2684623082_000002: 217,585-234,320 (+)

IMGPR_plasmid_2718218006_000003: 182,642-202,272 (+)
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IMGPR_plasmid_2718217904_000004: 224,591-244,061 (+)

1S3 family transposase ISKpn34 (IDEGGCGG_00296)
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IMGPR_plasmid_2687453595_000003: 246,811-267,167 (+)

IMGPR_plasmid_2860601343_.000002: 164,759-185,912 (-)
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IMGPR_plasmid_2877533202_000002: 166,891-187,166 (-)
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