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IMGPR_plasmid_2877533202_000002:41,114-53,964 (+)
113 108

IMGPR_plasmid_2851453726_000002: 98,690-112,239 (-)

APH_3p_VI-NCBIFAM APH(3')-VI family aminoglycoside O-phosphotransferase (NFO033062.0) (AEGKAEBM_00007)
blaNDM-NCBIFAM NDM family subclass B1 metallo-beta-lactamase (NFO00259.2) (AEGKAEBM_00010)
N-(5'-phosphoribosyl)anthranilate isomerase (AEGKAEBM_00012)
ISNCY family transposase ISKpn21 (AEGKAEBM_00002)
ISNCY family transposase ISBcen27 (AEGKAEBM_OOOOl)
1S3 family transposase ISAba14 (AEGKAEBM,OOOOé)

1S30 familyﬂgnspo‘sase 1ISAba125 (AEGKAEBM_00008) 1S30 family transposase ISAba125 (AEGKAEBM_00020)
15630 fahily transposase ISEc33 (AEGKAEBM_ 0009) DNA-invertase hin (AEGKAEBM_00021)
1S6 family transposase 1515 (AEGKAEBM_00005) 10 kDa chaperonin (AEGKAEBM_00015) 23
| 3 4 | | | 1| 13 14 | 16 17 18 19 22 156 family transposase 1515 (AEGKAEBM_00024)
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IMGPR_plasmid_2588253741_000004: 23-24,206 (+)
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