NEAT-type hemophore-mediated heme uptake system (VF0672) (FEIEBOHL_00079)
Dipeptide transport system permease proteln DppC (FEIEBOHL_00078)
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NEAT-type hemophore-mediated heme uptake system (VF0672) (OFLEDGKE_00065)
Dipeptide transport system permease protein DppC (OFLEDGKE_00064)
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NEAT-type hemophore-mediated heme uptake system (VF0672) (BGCDABPP_00003)
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NEAT-type hemophore-mediated heme uptake system (VF0672) (JLIMBKDB_00002)
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HTH-type transcriptional regulator XynR (MMIBILFB_00052)
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