
IMGPR_plasmid_3300045234_000102: 56,382-86,532 (+)

60 61 62 63 64 65 66 67
Tyrosine recombinase XerC (FEIEBOHL_00069)

69

Proline/betaine transporter (FEIEBOHL_00071)

71

HTH-type transcriptional regulator XynR (FEIEBOHL_00073)

73
BopD (VF0362) (FEIEBOHL_00075)

Nickel-binding periplasmic protein (FEIEBOHL_00076)

Dipeptide transport system permease protein DppB (FEIEBOHL_00077)
Dipeptide transport system permease protein DppC (FEIEBOHL_00078)
NEAT-type hemophore-mediated heme uptake system (VF0672) (FEIEBOHL_00079)

Vitamin B12 import ATP-binding protein BtuD (FEIEBOHL_00080)

Sucrose-6-phosphate hydrolase (FEIEBOHL_00081)

81
Fructokinase (FEIEBOHL_00083)

83

IMGPR_plasmid_3300045161_000060: 41,572-73,241 (+)

51 52 53
Tyrosine recombinase XerC (OFLEDGKE_00055)

55

Proline/betaine transporter (OFLEDGKE_00057)

57

HTH-type transcriptional regulator XynR (OFLEDGKE_00059)

59
BopD (VF0362) (OFLEDGKE_00061)

Nickel-binding periplasmic protein (OFLEDGKE_00062)

Dipeptide transport system permease protein DppB (OFLEDGKE_00063)
Dipeptide transport system permease protein DppC (OFLEDGKE_00064)
NEAT-type hemophore-mediated heme uptake system (VF0672) (OFLEDGKE_00065)

Vitamin B12 import ATP-binding protein BtuD (OFLEDGKE_00066)

Sucrose-6-phosphate hydrolase (OFLEDGKE_00067)

67
Fructokinase (OFLEDGKE_00069)

69 70

IMGPR_plasmid_3300045180_000077: 173-26,507 (-)

Sucrose-6-phosphate hydrolase (BGCDABPP_00001)

Vitamin B12 import ATP-binding protein BtuD (BGCDABPP_00002)

NEAT-type hemophore-mediated heme uptake system (VF0672) (BGCDABPP_00003)
Dipeptide transport system permease protein DppC (BGCDABPP_00004)

Dipeptide transport system permease protein DppB (BGCDABPP_00005)

Nickel-binding periplasmic protein (BGCDABPP_00006)

BopD (VF0362) (BGCDABPP_00007)
8

HTH-type transcriptional regulator XynR (BGCDABPP_00009)

10

Proline/betaine transporter (BGCDABPP_00011)

12
Tyrosine recombinase XerC (BGCDABPP_00013)

141516

IMGPR_plasmid_3300045604_000064: 818-25,590 (-)

Vitamin B12 import ATP-binding protein BtuD (JLIMBKDB_00001)

NEAT-type hemophore-mediated heme uptake system (VF0672) (JLIMBKDB_00002)

Dipeptide transport system permease protein DppC (JLIMBKDB_00003)

Dipeptide transport system permease protein DppB (JLIMBKDB_00004)

Nickel-binding periplasmic protein (JLIMBKDB_00005)

BopD (VF0362) (JLIMBKDB_00006)
7

HTH-type transcriptional regulator XynR (JLIMBKDB_00008)

9

Proline/betaine transporter (JLIMBKDB_00010)

11
Tyrosine recombinase XerC (JLIMBKDB_00012)

131415

IMGPR_plasmid_3300049633_000086: 342-20,086 (-)

1
BopD (VF0362) (DNKCIKEO_00002)

3

HTH-type transcriptional regulator XynR (DNKCIKEO_00004)

5

Proline/betaine transporter (DNKCIKEO_00006)

7
Tyrosine recombinase XerC (DNKCIKEO_00008)

91011

IMGPR_plasmid_3300045192_000064: 36,467-56,211 (+)

44 45 46
Tyrosine recombinase XerC (MMIBILFB_00048)

48

Proline/betaine transporter (MMIBILFB_00050)

50

HTH-type transcriptional regulator XynR (MMIBILFB_00052)

52
BopD (VF0362) (MMIBILFB_00054)

54

10000 nt

virulence (VFDB)


