RM_Type_IV_Type_IV_03 (FDNNAIDN_00015) 1S4 family transposase 1S231H (FDNNAIDN_00025)

16 Pentalenene oxygenase (FDNNAIDN_00023)
14 T 17 18 19 20 21 22 Ktr system potassium uptake protein B (FDNNAIDN_00024) 26 1S4 family transposase ISBce’5 (FDNNAIDN_00027)

— H—C ]
IMGPR _plasmid_2728369073_000002: 14,150-27,770 (+)

5 4 3 2 Pentalenene oxygenase (LLBHIOED_00001)

- HD—

—
IMGPR_plasmid_2648501642_000004: 132-8,409 (-)
macrolide_MphM-NCBIFAM macrolide 2'-phosphotransferase MphM (NF038056.1) (GCLAPPEG_00012)
DNA topoisomerase 3 (GCLAPPEG_00013) 10 65 4 3 2 1

l 1 1D
IMGPR plasmid_ 2821960847 000003: 898-11,216 (-)

9 8 3 2 1
l OO

IMGPR_plasmid_2822936332_000003: 56-8,529 (-)

Ktr system potassium uptake protein B(NDAAKMMJ_00006)
RNA-binding protein Hfg (NDAAKMMJ_00008) Pentalenene oxygenase (NDAAKMMJ_00005)
11 10 9 T 7 | 4 3 2 1

—
IMGPR_plasmid_2823004228_000006: 597-16,900 (-)

Ktr system potassium uptake protein B (EPCJMEFF_00025)
RNA-binding protein Hfq (EPCJMEFF_00023) Pentalenene oxygenase (EPCJMEFF_00026)
16 20 21 22 24 | 27 28 29 30

) — a & 1ED—D

IMGPR_plasmid_2822873475_000004: 12,930-31,979 (+)
19 20

O HO)— D

—
IMGPR_plasmid_2531839577_000001: 14,966-19,305 (+)
19

DO

—
IMGPR _plasmid_282280755%9_000001: 14,094-16,832 (+)
Transition state regulatory protein AbrB (CJPIMKFI_00001)

I
IMGPR_plasmid_2822738098_000003: 351-3,597 (-)
1
—
IMGPR_plasmid_2822923858_000006: 647-3,368 (-)
20

OO0

—
IMGPR plasmid_2519103147. 000003: 14,906-17,572 (+)
19 20 21

D EHED——3—

—
IMGPR _plasmid_2822861337_000001: 14,075-18,591 (+)
20 21

EOE-H0H—A

I
IMGPR_plasmid_282240623%_000002: 14,494-18,319 (+
20 21 2223 24

O O-{O0——E T

—
IMGPR_plasmid_2822986086_000006: 14,493-20,485 (+)
4 3 2 1

- {O0———4—d

I
IMGPR _plasmid_2822201205_000002: 537-6,529 (-)
Transition state regulatory protein AbrB (HMEHFJMO_00004)
5 T 3 2 RNA-binding protein Hfq (HMEHFJMO_00001)

O ED-HDD—DD
IMGPR_plasmid_2531839364_000002: 204-4,993 (-)

I 7000 nt |
defence (DefenseFinder) AMR (AMRFinderPlus)




