Modulating protein YmoA (HLCCFIOD_00032)
DNA-binding protein H-NS (HLCCFIOD_00033)
DNA topoisomerase 3 34 35 36 37 38 39 40

IMGPR_plasmid_3300053491_032725:22,831-27,916 (+)
10 6 5 4

IMGPR_plasmid_2541047736_000005: 1,173-6,642 (-)
31

IMGPR_plasmid_2548876950_000006: 19,540-23,971 (+)
18 19 20 21 22 DNA topoisomerase 3 (LNAJCDGG_00023) 26 VCA0458 (LNAJCDGG_00030)
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IMGPR_plasmid_2778261160_000006: 14,807-24,267 (+)
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IMGPR_plasmid_2563366997_000002: 25,603-33,363 (+); 1-530 (+)

DNA-invertase hin (JLDEHEBC_00009)
Tn3 family transposase ISPsy42 (JLDEHEBC_00010) 8
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IMGPR_plasmid_2737471866_000004: 1,907-14,171 (-)
10 9 5 4

IMGPR_plasmid_2681813421_000011: 1,139-6,195 (-)

IMGPR _plasmid_2698536676_000010: 1,027-6,083 (+)
polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (KADFEHCI_00033)
1S6 family transposase 1S26 (KADFEHCI_00028) VCA0458 (KADFEHCI_00032) \ 34
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IMGPR_plasmid_2861038214_000003: 20,141-28,987 (+)

polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (BMDLBIHN_00021)
1S6 family transposase 1S26 (BMDLBIHN_00016) VCA0458 (BMDLBIHN_00020) \ 22
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IMGPR_plasmid_2925877141_000002: 11,093-23,287 (+)

polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (AGBDJEBM_00017)
putative phosphatidylethanolamine transferase Mcr-1 (AGBDJEBM_00015,
1S4 family transposase ISVsa5 (AGBDJEBM_OOOlé)

VCA0458 (AGBDJEBM_ 00014) | | 18
PEDL D DL > I - I -

IMGPR _plasmid_2718218136_000002: 5,893-16,082 (+)
Chaperone protein DnaJ (ECGHMLDF_00041)
Pl protein (ECGHMLDF_00039) 40 42 43 44
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IMGPR_plasmid_2534682109_000001: 23,750-31,478 (+)

Chaperone protein DnaJ (IANLBNAG_00042)
3 2 Pl protein (IANLBNAG_00043) 41 40 39 38
IMGPR _plasmid_2778261624_000002: 1-6,766 (-); 26,413-31,887 (-)
} 4000 nt {
defence (DefenseFinder) AMR (AMRFinderPlus)




