PDC-S72_WP_006439742.1 (MMKKECDC_00029)

DS-15__DS-15A (MMKKECDC_00027) Trigger factor (VF1056) (MMKKECDC_00031)
23 24 25 26 281SLre2 family transposase 1ISTehal (MMKKECDC_00030) recD_IV-D_1 (MMKKECDC_00032)
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IMGPR _plasmid_3300007825_000014: 20,986-31,809 (+)
ISLre2 family transposase ISTehal (LNMLJANH_00030)
PDC-572_WP_006439742.1 (LNMLJANH_00029) Trigger factor (VF1056) (LNMLJANH_00031)
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IMGPR_plasmid_3300007869_000008: 20,986-29,429 (+)

Signal peptidase IB (DHLPLBHL_00034)
PDC-572_WP_006439742.1 (DHLPLBHL_00030) Trigger factor (VF1056) (DHLPLBHL_00032) Ribonuclease HIIl (DHLPLBHL_00035)
I1SLre2 family transposase ISTehal (DHLPLBHL_00031) recD_IV-D_1 (DHLPLBHL_00033) \
I I | —

IMGPR_plasmid_3300007039_000018: 21,999-34,588 (+)

ISLre2 family transposase ISTehal (EDCCAFFJ_00002)
PDC-572_WP_006439742.1 (EDCCAFFJ_00003) Immunoglobulin A1 protease (EDCCAFFJ_00001)
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IMGPR_plasmid_3300008075_000006: 2,152-10,491 (-)

ISLre2 family transposase ISTehal (KJMCAFIO_00006)

AbiD (KJMCAFIO_00004) N5-carboxyaminoimidazole ribonucleotide mutase (KJMCAFIO_00001)

PDC-S72_WP_006439742.1 (KJMCAFIO_00007) 5 3 Purine biosynthesis (VF0559) (KJMCAFIO_00002)
) — D¢ ]
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IMGPR _plasmid_3300006243_000008: 41-12,868 (-)
ISLre2 family transposase ISTehal (ALKPBOKP_00028)
AbiD (ALKPBOKP_00030)
PDC-S72_WP_006439742.1 (ALKPBOKP_00027) 29 31
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IMGPR_plasmid_7000000264_000008: 20,261-30,670 (+)

Dihydroorotate dehydrogenase B (NAD(+)), electron transfer subunit (HEGKIGEE_00029)
Dihydroorotate dehydrogenase B (NAD(+)), catalytic subunit (HEGKIGEE_00030)
Putative endo-beta-N-acetylglucosaminidase (HEGKIGEE_00032)
PDC-S72_WP_006439742.1 (HEGKIGEE_00027) Tad2 anti-Thoeris (AP1S029) (HEGKIGEE_00033)
23 ISLre2 ?amily transposase ISTehal (HEGKIGEE_00028) 31 Michele_ZA_hits_gra'JBed (HEGKIGEE_00034)
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IMGPR_plasmid_3300008700_000022: 18,875-31,030 (+)

ISLre2 family transposase ISTehal (MGMHKDFG_00003)
13 12 11 PDC-S72_WP_006439742.1 (MGMHKDFG _ 06004 2 1

o0 D L W Ot )

N

IMGPR_plasmid_3300053491_057625:217-12,314 (-)
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IMGPR_plasmid_2529292753_.000005: 12,383-20,806 (+)
} 5000 nt i

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)




