HTH-type transcriptional regulator ArgP (LEGPCBMP_00003)
1 2 4 5 6 7 8

IMGPR_plasmid_3300029882_000036:71-7,569 (+)
1 2 HTH-type transcriptional regulator ArgP (LLFNLICH_00003)

IMGPR_plasmid_3300029951 000270: 1-7,868 (+)
Tyrosine recombinase XerC (GECHHEDO_00003)
1 HTH-type transcriptional regulator ArgP (GECHHEDO_00004)

r

IMGPR_plasmid_3300025862_000009: 619-9,949 (+)

Prophage integrase IntS (EMAJLCAK_00017)
16 HTH-type transcriptional regulator MetR (EMAJLCAK_00015)
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IMGPR_plasmid_3300037148_000153: 9,942-17,324 (-)
18

IMGPR_plasmid_3300031837_000049: 16,850-22,701 (-)
15

IMGPR_plasmid_3300048765_000022: 10,641-17,457 (-)
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IMGPR_plasmid_3300037175_000047: 76-6,120 (+)
SoFic_ SoFic (GPNAMBAD_00017)

IMGPR_plasmid_3300037084_000055: 7,959-14,492 (-)
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IMGPR_plasmid_3300047493_.000339: 9,105-15,428 (-)

!

IMGPR_plasmid_3300047497_000218:257-6,577 (+)
16 15

IMGPR_plasmid_3300049255_000423: 6,553-13,429 (-)
mads_3 (GIIJOBNI_00001) 2 3 HTH-type transcriptional regulator HdfR (GIIJOBNI_00004)

IMGPR_plasmid_3300048503_000024: 855-12,035 (+)
HTH-type transcriptional regulator ArgP (MFNBOPJK_00016)
Glycogen phosphorylase (MFNBOPJK_00020)
19 18 17 15
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IMGPR _plasmid_3300037107_000022: 10,636-23,374 (-)
Transcriptional regulator KdgR (BFGDDBLF_00020)
Tyrosine recombinase XerC (BFGDDBLF_00018)
\ tRNA-Asp(gtc) 17 HTH-type transcriptional regulator HdfR (BFGDDBLF_00016)

n
IMGPR _plasmid_3300029914 000078: 10,649-20,093 (-)
Tyrosine recombinase XerC (FBOKBGGE_00002)
2 HTH-type transcriptional regulator HdfR (FBOKBGGE_00004)
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IMGPR _plasmid_3300045774_000009: 187-8,583 (+)
HTH-type transcriptional regulator HdfR (POOJBDDE_00016)
Tyrosine recombinase XerC (POOJBDDE_00018)
17 | 14 10
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IMGPR_plasmid_3300029915_000286:24,741-33,403 (-)
Beta-galactosidase BOGH2A (MLAHMKMP_00020)
23 22 21 [ 19 HTH-type transcriptional regulator HdfR (MLAHMKMP_00018)

IMGPR_plasmid_3300037107_000020: 14,131-27,825 (-)
AbiEi_WP_068866247.1 AbiEi (NNMMCFIO_00018)
Tyrosine recombinase XerC (NNMMCFIO_00019)
17 16 HTH-type transcriptional regulator HdfR (NNMMCFIO_00015)
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IMGPR_plasmid_3300050010_000021:7,913-19,198 (-)
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IMGPR_plasmid_3300029882_000367:2,873-9,271 (+)
18 HTH-type transcriptional regulator HdfR (HELOCHEI_00017)
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IMGPR _plasmid_3300037131_000114: 13,669-20,903 (-)
1 HTH-type transcriptional regulator HdfR (EOCEABPH_00003)

IMGPR _plasmid_3300037170_000062: 328-7,562 (+)
Ornithine aminotransferase (DIGCGBLA_00023)
rophage integrase IntS (DIGCGBLA_00021) 20 19 18 17 16

i

\MGPR?p\asm.id733OOO444707000029: 12,133-24,854 (-)
5000 nt i

defence (DefenseFinder) defence (PADLOC) tRNA
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