
IMGPR_plasmid_3300053491_054132: 128,806-146,097 (+)

Pyrophosphatase PpaX (HJLFKAOC_00129)

130 131
Protein UmuC (HJLFKAOC_00132)

133 134 135 136 137 138
PDC-S35_WP_073220906.1 (HJLFKAOC_00139)

140 141

SPbeta prophage-derived endonuclease YokF (HJLFKAOC_00142)

143 144

IMGPR_plasmid_3300053491_056333: 77,042-94,359 (-)

93959697

IMGPR_plasmid_3300053491_053805: 73,094-92,420 (+)

IS4 family transposase IS231B (OCMDOMPG_00073)
74 79 81 82 83

IMGPR_plasmid_3300053491_055794: 169,083-186,348 (-)

174175176177DNA polymerase IV (DJLLHCGC_00180)

IMGPR_plasmid_3300053491_056781: 79,892-97,247 (-)

95969798

IMGPR_plasmid_3300053491_055310: 45,032-62,432 (-)

5657585960

IMGPR_plasmid_3300053491_054860: 129,316-148,652 (+)

137 142 144 145
146

147 148

IMGPR_plasmid_3300053491_054859: 66,401-83,652 (+)

79 80 81 82
83

84

IMGPR_plasmid_3300053491_055309: 44,898-62,140 (-)

56
57

5859

IMGPR_plasmid_3300053491_055538: 81,898-99,161 (+)

86 87 88 89 90

IMGPR_plasmid_3300053491_056081: 128,572-145,825 (+)

133 134
135

136 140 141

IMGPR_plasmid_3300053491_052356: 16,027-35,486 (+)

25 26 2728

IMGPR_plasmid_3300053491_057848: 96,498-119,506 (-)

3'-5' exonuclease DinG (NJDIPBBK_00098)

103
Tn3 family transposase ISNpu13 (NJDIPBBK_00104)

105

Glutathione biosynthesis bifunctional protein GshAB (NJDIPBBK_00106)

Glutathione biosynthesis bifunctional protein GshAB (NJDIPBBK_00107)

L-threonine 3-dehydrogenase (NJDIPBBK_00108)

HTH-type transcriptional activator HxlR (NJDIPBBK_00109)

110

PagR-XO1 (VF0664) (NJDIPBBK_00112)

113117

IMGPR_plasmid_3300053491_056784: 96,126-119,122 (-)

Tn3 family transposase ISNpu13 (COIDCPNG_00106)107

Glutathione biosynthesis bifunctional protein GshAB (COIDCPNG_00108)

Glutathione biosynthesis bifunctional protein GshAB (COIDCPNG_00109)

L-threonine 3-dehydrogenase (COIDCPNG_00110)

HTH-type transcriptional activator HxlR (COIDCPNG_00111)

112

IMGPR_plasmid_3300053491_056552: 177,154-200,163 (-)

180
Tn3 family transposase ISNpu13 (KLKLCPEC_00181)

182

Glutathione biosynthesis bifunctional protein GshAB (KLKLCPEC_00183)

Glutathione biosynthesis bifunctional protein GshAB (KLKLCPEC_00184)

L-threonine 3-dehydrogenase (KLKLCPEC_00185)

HTH-type transcriptional activator HxlR (KLKLCPEC_00186)

187

IMGPR_plasmid_3300053491_060489: 3,241-26,216 (-)

Tn3 family transposase ISNpu13 (CKKEJGPM_00007)8

Glutathione biosynthesis bifunctional protein GshAB (CKKEJGPM_00009)

Glutathione biosynthesis bifunctional protein GshAB (CKKEJGPM_00010)

L-threonine 3-dehydrogenase (CKKEJGPM_00011)

HTH-type transcriptional activator HxlR (CKKEJGPM_00012)

13

IMGPR_plasmid_3300053491_057204: 29,366-52,404 (+)

48

HTH-type transcriptional activator HxlR (AFDPHEBK_00049)

L-threonine 3-dehydrogenase (AFDPHEBK_00050)

Glutathione biosynthesis bifunctional protein GshAB (AFDPHEBK_00051)

Glutathione biosynthesis bifunctional protein GshAB (AFDPHEBK_00052)

53 54 Tn3 family transposase ISNpu13 (AFDPHEBK_00055)

IMGPR_plasmid_3300053491_057203: 176,988-200,005 (-)

Tn3 family transposase ISNpu13 (HIHFEMPN_00180)181

Glutathione biosynthesis bifunctional protein GshAB (HIHFEMPN_00182)

Glutathione biosynthesis bifunctional protein GshAB (HIHFEMPN_00183)

S-formylglutathione hydrolase (HIHFEMPN_00184)

S-(hydroxymethyl)glutathione dehydrogenase (HIHFEMPN_00185)
HTH-type transcriptional activator HxlR (HIHFEMPN_00186)

187

9000 nt

defence (PADLOC) virulence (VFDB)


