
IMGPR_plasmid_3300053491_058760: 105,708-135,155 (+)
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IMGPR_plasmid_3300053491_057204: 94,148-123,594 (-)
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Transposon Tn7 transposition protein TnsB (AFDPHEBK_00122)
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IMGPR_plasmid_3300053491_056784: 24,887-54,354 (+)
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IMGPR_plasmid_3300053491_060489: 156,543-185,999 (+)
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IMGPR_plasmid_3300053491_057203: 105,738-135,212 (+)
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IMGPR_plasmid_3300053491_056552: 104,636-135,339 (+)
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IMGPR_plasmid_3300053491_052356: 82,856-117,989 (-)

tet_destruct-NCBIFAM tetracycline destructase (NF033476.1) (EKPKIBON_00094)

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (EKPKIBON_00095)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (EKPKIBON_00096)
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