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ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (EKPKIBON_00095)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NFO00245.1) (EKPKIBON_00096)
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