
IMGPR_plasmid_3300029820_000045: 213-6,827 (+)

1 2
IS66 family transposase ISPba3 (BNINCOML_00003)

4 5 6 7 8 9 10

IMGPR_plasmid_3300039364_000021: 32,101-37,384 (-)

4748
IS66 family transposase ISPba3 (ADHMJONF_00049)

IMGPR_plasmid_3300029176_000016: 745-12,722 (+)

1 2 3 4 5 6 7 8 9
IS66 family transposase ISPba3 (CKACPNEE_00010)

11 12

IMGPR_plasmid_2879368307_000002: 35,124-56,264 (-)

54555657585960

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (MLJHCMMC_00061)
Sensor histidine kinase RcsC (MLJHCMMC_00062)

63

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (MLJHCMMC_00064)

RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (MLJHCMMC_00065)

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (MLJHCMMC_00066)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (MLJHCMMC_00067)

68

IMGPR_plasmid_3300029870_000037: 32,156-50,287 (-)

Tyrosine recombinase XerC (MMBKHFOE_00050)51

Transcription antitermination protein RfaH (MMBKHFOE_00052)

putative undecaprenyl-phosphate N-acetylglucosaminyl 1-phosphate transferase (MMBKHFOE_00053)

54
Tyrosine-protein kinase ptk (MMBKHFOE_00055)

Tyrosine-protein phosphatase YwqE (MMBKHFOE_00056)
Vi antigen (VF0101) (MMBKHFOE_00057)

UDP-N-acetyl-D-glucosamine 6-dehydrogenase (MMBKHFOE_00058)

59606162
Glycogen synthase (MMBKHFOE_00063)

IMGPR_plasmid_2042536002_000006: 274-13,799 (+)

1

UDP-N-acetyl-D-glucosamine 6-dehydrogenase (LKLFGNJE_00002)
Vi antigen (VF0101) (LKLFGNJE_00003)

Tyrosine-protein phosphatase YwqE (LKLFGNJE_00004)
Tyrosine-protein kinase ptk (LKLFGNJE_00005)

6

putative undecaprenyl-phosphate N-acetylglucosaminyl 1-phosphate transferase (LKLFGNJE_00007)

Transcription antitermination protein RfaH (LKLFGNJE_00008)

9 Tyrosine recombinase XerC (LKLFGNJE_00010)

IMGPR_plasmid_2919922961_000010: 826-22,325 (+)

1 2

GDP-mannose-dependent alpha-(1-6)-phosphatidylinositol monomannoside mannosyltransferase (IENDCHHC_00003)

4
Glycogen synthase (IENDCHHC_00005)

6 7 8 9

UDP-N-acetyl-D-glucosamine 6-dehydrogenase (IENDCHHC_00010)
UDP-N-acetyl-D-glucosamine 6-dehydrogenase (IENDCHHC_00011)

UDP-N-acetylglucosamine 4-epimerase (IENDCHHC_00012)
UDP-glucose 4-epimerase (IENDCHHC_00013)

Tyrosine-protein phosphatase YwqE (IENDCHHC_00014)
Tyrosine-protein kinase ptk (IENDCHHC_00015)

16

putative undecaprenyl-phosphate N-acetylglucosaminyl 1-phosphate transferase (IENDCHHC_00017)

Transcription antitermination protein RfaH (IENDCHHC_00018)

19 20

IMGPR_plasmid_3300039341_000009: 1,549-9,709 (+)

1 2

putative undecaprenyl-phosphate N-acetylglucosaminyl 1-phosphate transferase (EDODAIGL_00003)
Transcription antitermination protein RfaH (EDODAIGL_00004)

5 6 Tyrosine recombinase XerC (EDODAIGL_00007)

IMGPR_plasmid_3300029065_000014: 29,278-34,647 (-)

Tyrosine recombinase XerC (OJIMIEFI_00041)
IS5 family transposase IS1169 (OJIMIEFI_00042)

8000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


