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IMGPR_plasmid_2765235918_000001:470-10,438 (-)
Dimodular nonribosomal peptide synthase (OLAJLDMB_00001)

EX TN )

I
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Peptide deformylase (FEOABMHO_00013)
DrmD_00013 DrmD (FEOABMHO_00007)
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IMGPR_plasmid_2765235912_000002: 4,808-13,900 (-)

Ethylmalonyl-CoA/methylmalonyl-CoA epimerase (KGHMJLGN_00007)
Fused isobutyryl-CoA mutase (KGIWJLGN_OOOO?)
Fused isobutyryl-CoA mutase (KGHMJLGN_00008)
Tyrocidine synthase 3 (KGHMJLGN_00013)
Fused isobutyryl-CoA mutase (KEHMJLGN _00014)
’J Crotonyl-CoA reductase (KGHMJLGN_00010)
Mycobactin (V! ‘0299) (KGHMJLGN 00012) ‘ ‘

20 Linear gramicidin synthase subunit D (KGHMJLGN_00015) \
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IMGPR_plasmid_2765235907_000006: 205-30,583 (-)
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Ethylmalonyl-CoA/methylmalonyl-CoA epimerase (NEFHHBII_00119)
Fused isobutyryl-CoA mutase (NEEHHBII_OOIN)
Fused isobutyryl- -CoA mutase (NEFHHBILOOMS)
Crotonyl-CoA reductase(NEFHHBII 00116)

Fused isobutyryl-CoA mutase (NEFHHBII_00113) Copper exporter (VF0849) (NEFHHBII_00125)
Mycobactin (VF0299) (NEFHHBII_00114) 123
Linear gramicidin synthase subunit D (NEFHHBII_00112) \ 115 120 121 122 T124
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IMGPR_plasmid_2765235934_000002: 106,694-138,161 (+)
Ethylmalonyl-CoA/methylmalonyl-CoA epimerase (HFPEALPM_00131)
Fused isobutyryl-CoA mutase (HFI;EALPM_00129)
Fused isobutyryI-Cormutase (HFPEALPM_OOlSO)
Fused isobutyryl-CoA mutase (HFPEALPM_00125)
Crotonyl-CoA reductase (HFPEALPM_00128)
Mycobactin (VF0299) (HFPEALPM_00126)
Linear gramicidin synthase subunit D (HFPEALPM_00124) \ 127 132 133 134
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IMGPR_plasmid_2765235901_.000002: 116,135-144,739 (+)

Ethylmalonyl-CoA/methylmalonyl-CoA epimerase (CNPMFBFO_00119)
Fused isobutyryl-CoA mutase (CNPWFBFO_OOIU)
Fused isobutyryl-CoA mutase (CNPMFBFO_00118)
Fused isobutyryl-CoA mutase (CNPMFBFO_00113) L
Crotonyl-CoA reductase (CNPMFBFO_00116)
Mycobactin (VFO299) (CNPMFBFO_00114)
Linear gramicidin synthase subunit D (CNPMFBFO_00112) 115
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IMGPR_plasmid_2765235891_000004: 104,031-131,747 (+)
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