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ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (HDIHDAGM_00098)
SMR_gac_E-NCBIFAM mernary ammonium compound efﬂux SMR transporter QackE (NFO00276.2) (HDIHDAGM_00104)
AAC_3_II-NCBIFAM AAC(3)-11 family amlnoglyc05|de N-acetyltransferase (NF033080 O) (HDIHDAGM_00099)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (HDIHDAGM_00105)
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