Serine/threonine-protein kinase toxin HipA (EGANDPAJ_00028)
DNA-binding protein H-NS, plasmid (EGANDPAJ_ 0062
Chromosome partition protelngmc EGANDPAJ_00013)
DpdC_00006 DpdC (EGANDPAJ_00016) g
10 18 24 unzi__BnzB (EGANDPAJ_00031)
T 1112 | 14 15 | 1719 2122 23] 2526T | 2930 3233 34

] —
IMGPR_plasmid_3300046458 000005: 9,393-29,151 (+)
DNA-binding protein H-NS, plasmid (IBGPKOGN_00073)
DpdC_00006 DpdC (IBGPKOGN_00077)
75 ‘ 71
7674 72 70 6968 67 66 60 58
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IMGPR_plasmid_3300048926_000043: 53,223-71,593 (-)
DNA-binding protein H-NS, plasmid (KOENKIPK_00098)
DpdC_00006 DpdC (KOENKIPK_00101)
Gabija_GajB_2 (KOENKIPK_00094)
100 9291
T 999796 95 93T 90 89 88

L] I
IMGPR _plasmid_2687453163_000001:81,488-100,312 (-)

DNA-binding protein H-NS, plasmid (JNENPBOP_00112)
Gabija_GajB_2 (JNENPBOP_00116)

DpdC_00006 DpdC (JNENPBOP_00109) 119
111 | 114 118 120
108 110 113 115 117] T121 122

| __J I
IMGPR_plasmid_2861079508_000002: 95,215-114,039 (+)
DNA-binding protein H-NS, plasmid (EHLLKDIE_00012)
DpdC_00006 DpdC (EHLLKDIE_00008)
Gabija_GajB_2 (EHLLKDIE_00016)
10 1819
97111314 15 17]] 20 21 22

] L
IMGPR plasmid 2925897562 _000003: 1,764-20,588 (+)
DNA-binding protein H-NS, plasmld (HONNEPKG_00009)
Gabua GajB_2 (HONNEPKG_00012)
DpdC_00006 DpdC (HONNEPKG_OOOOé) 1415
5[78] 10 11 137 16 17 18

- I
IMGPR_plasmid_2880345022_000001: 1-18,634 (+)
DNA-binding protein H-NS, plasmid (PPAJFLBC_00129)
Gabija_GajB_2 (PPAJFLBC_00133)

DpdC_00006 DpdC (PPAJFLBC_00126) 136
128 | 131 1341 137
125 |127 130 132 7138 139

- I
IMGPR_plasmid_2908954144_000001: 100,334-119,158 (+)
tet_protect M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (OFNFAPOA_00076)
macrolide_M phA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (OFNFAPOA_00089)
putative chromate transport protein (OFNFAPOA_00079)
1S6 family transposase 1S15DI1 (OFNFAPOA_00081)
Tn3 family transposase ISEc63 (OFNFAPOA_00078)
IS1 family transposase IS1R (OFNFAPOA 00073) | COG0640 Csa3_1_CAS-I-II-11I-IV-V-VI (OFNFAPOA_00096)
Repllcatlon |n|t|at|on protein (OFNFAPOA 00084)
Transcrlptlonal regulator OFWAPOA_OOOSO) L Tn3 family transposase TnEc1 (OFNFAPOA_00100)
DpdC_00006 DpdC (OFNFAPOA 00072) | 1S1 family transposase IS1A (OFNFAPOA_00095)
74 82 | Multidrug efflux pump Tap (OFNFAPOA_00090) 98 101 103104

175 77 H83 8586 8788 | 91 92 9394| | 97 99 |02 T 105 106 110

] I
IMGPR_plasmid_2923360383_000001: 50,794-85,121 (+)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (HOJGOJCI_00118)

macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (HOJGOJCI_00109)
‘ COG0640 Csa3_1_CAS-I-1I-11I-IV-V-VI (HOJGOJCI_00104)
putative chromate transport protein (HOJGOJCI_00115)
Tn3 family transposase ISEc63 (HOJGOJCI_00116) \

I1S1 family transposase ISIR HOJGOJCI &)121) 1S1 family transposase ISlA(HOJGOJCI _00105)
Transcrlptlonai regulator(HOJGOJCI | 00114) ‘ Tn3 famlly transposase TnEc1 (HOJGOJCI_00100)
DpdC_00006 DpdC (HOJGOJCI_ 00122)‘ T Multidrug efflux pump Tap (HOJGOJCI_00108)

120  Replication initiation protein (HOJGOJCI_ 00112 107 102
[Tiao | 127 | [118 ] 111 110 | | [106 | | 103 1019998 9796 95 94

-_— I ] -
IMGPR_plasmid_2939121850_000001:84,979-116,495 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CMHNAMDF_00207)
ANT_3pp_AadTAS-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (CMHNAMDF_00194)
SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (CMHNAMDF_00195)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcrlptlonal regulator (NFO10315.0) (CMHNAMDFTOO‘ZO‘?)
coreg_MerD-NCBIFAM mercury re5|stance co- regulator MerD (NF033783.1) (CMHNAMDF_00204)
transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (CMHNAMDF_00206)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CMHNAMDF_Od205)
putative phosphite transport system-binding protein PtxB (CMHNAMDF_OOZl‘?) ‘ ‘
Phosphate-import permease proteﬁhnE (CMHNAMDF_00220) APH_3pp_Ib-NCBIFAM aminoglycoside O- phosphotransferase APH(3")-1b (NFO32895. 1) (CMHNAMDF_00185)

HTH-type transcriptional activator CmpﬁRWCMHNAMDF,OOZZZ) Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sul1 (NF000294.1) (CMHNAMDF _( 00196)
IS5 family transposase ISThi1 (CMHNAMDF_00217) | | APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (CMHNAMDF_00184)

1S3 family transposase 1S629 (CMHNAMDF_00230) Type IV secretion system protein VirB11 (CMHNAMDF_00210)

1S3 family transposase ISKpn18 (CMHNAMDF_00188)
Phosphonate dehydrogenase (CM NAMDF_OO22 1) ‘ ‘

1S3 family transposase ISKpn18 (CMHNAMDF_00187)

156 family transposase 1526 (CMHNAMDF 00224) | Mercuric transport protein MerT (CMHNAMDF_00208) 156 family transposase 1526 (CMHNAMDF_ 00191)
156 famlly transposase 1526 (CMHNAMDF _ 00216 (L —g Tyrosine recomblnase XerC (CI\mNAMDF 00193) ‘
‘ ‘Transposon Tn3 resolvase (CMHNAMDF 0214) n3fam|lytransposase Tn2 (CMHNAMDF_00190)

ViuPDGC system (VF0627) (CMHNAMDF_00218) \ \ DrmD_00013 DrmD (CMHNAMDF_00199) \ \
“Beta-lactamase TEM (CMHNAMDF _ oo Tnsc_o_v-K(CMHNAMDF_F)201)\

N HH\
215 T211
cH-aC DDA

1S3 family transposase 15629 (CMHNAMDF_00231)
“DpdC_00006 DpdC (CMHNAMDF_00225)
226 [ | 23| | |

n3 family transposase (CMHNAMEF,OO:L‘S‘?)

197
zoszozTZOO‘lzé\ la2 | | T || [ | | 183
DO DDA

‘ J DNA-invertase hin (CMHNAMDF_00186)

\MGPRip\asmid7267590326?000002: 153,733*201A31m
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (HDIHDAGM_00136)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (HDIHDAGM_00122)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (HDIHDAGM_00121)
putative copper-| blndlng protem PcoE (HDIHDAGM_00138)
Adaptive- response sensory- kmase SasA (HDIHDAGM_00137)
‘ Mureln DD- endopeptldase MepM (HDIHDAGM_00130)
Copper re5|stance proteln C (HDIHDAGM_00134)
Copper reS|stance proteln D (HDIHDAGM._( 00135 Cation efflux system protein CusB (HDIHDAGM_00125)
Copper resistance protein B (HDIHDAGM_00133) Cation efflux system protein CusF (HDIHDAGM_00124)
Silver-binding protein SilE (HDIHDAGM_00131) \ \
| “Cation efflux system protein CusA (HDIHDAGM_00126)
Copper resistance protein A (HDIHDAGM_00132) Ibes (VF0237) (HDIHDAGM_00123)

(Copper exporter (VF0849) (HDIHDAGM_00128) 119
| | 129 127 120] Gabija_GajA (HDIHDAGM_00118)

- — E— —
IMGPR_plasmid_640753023.000001: 117,517-146,344 (-)

F——10000 Nt ——
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




