Rubredoxin-NAD(+) reductase (FIBHMEJD_00006)
HTH-type transcriptional regulator AlkS (FIBHMEJD_00005)
Alkane 1-monooxygenase 1 (FIBHMEJD_00004)
Aldehyde dehydrogenase (FIBHMEJD_00002)
Rubredoxin-2 (FIBHMEJD_00003) ‘
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IMGPR _plasmid_3300042286_000125: 208-10,335 (+)
Aldehyde dehydrogenase (ACCHHDOA _00023)
25 24 _Rubredoxin-2 (ACCHHDOA_00022)
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IMGPR _plasmid_3300009791 000082: 14,943-25,676 (-)
Alcohol dehydrogenase [acceptor] (OLADFNOB_00043)
Aldehyde dehydrogenase (OLADFNOB_00042)
44 43 ‘ _Rubredoxin-2 (OLADFNOB_00041)
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IMGPR_plasmid_3300042275_000191: 34,355-46,864 (-)
Alcohol dehydrogenase [acceptor] (ILPFKLAE_00003)
Aldehyde dehydrogenase (ILPFKLAE_00004)
1 2 \ _Rubredoxin-2 (ILPFKLAE_00005)
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IMGPR_plasmid_3300042258_000073: 109-12,618 (+)
1 Rubredoxin-2 (OEIABGDA_00002)

IMGPR_plasmid_3300042276_000246: 713-8,853 (+)
37
38 | Rubredoxin-2 (BGGNAPEH_00037)

IMGPR_plasmid_3300030095_000079: 31,340-39,923 (-) l
Alcohol dehydrogenase [acceptor] (KACBOMNN_00004)
Aldehyde dehydrogenase (KACBOMNN_00005)
Mycobactin (VF0299) (KACBOMNN_OOOOE!)
1 2 | Rubredoxin-2 (KACBOMNN_00006)
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IMGPR_plasmid_3300042271_000140:279-16,881 (+)
Alcohol dehydrogenase [acceptor] (MAEPCGGF_00037)
Aldehyde dehydrogenase (MAEPCGGF_00036)
Mycobactin (VF0299) (MAEPCGGF_00038)
39 38 | _Rubredoxin-2 (MAEPCGGF_00035)
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IMGPR_plasmid_3300017706_000023:27,322-47,151 (-)
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDFHOBLO_00035)
OgxA_adapt_sub-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit OgxA (NF000272.1) (CDFHOBLO_00036)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (CDFHOBLO_00037)
Alcohol dehydrogenase [acceptor] (CDFHOBLO_00031)
Aldehyde dehydrogenase (CDFHOBLO_00030)
Mycobactin (VF0299) (CDFHOBLd_OOOSZ)
5-nitroanthranilic acid aminohydrolase (CDFHOBLO_00038) 34 33 \ _Rubredoxin-2 (CDFHOBLO_00029)
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IMGPR _plasmid_3300017702_000058:20,147-47,733 (-)
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virulence (VFDB) AMR (AMRFinderPlus)




