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IMGPR _plasmid_2648501382_000001:4,489-13,538 (-)
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IMGPR _plasmid_2928621996_000001: 3,281-10,338 (+)
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IMGPR_plasmid_2627853918_000001:4,280-11,304 (+)
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IMGPR _plasmid_2630968966_000001:8,583-15,607 (-)
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IMGPR_plasmid_3300029006_000003: 6,930-13,966 (+)
RM_Type_ll_Type_lI_REase18 (APANLPIH_00025)
MTase_II_00116 Type (APANLPIH_00024) 23 22 DNA topoisomerase 3 (APANLPIH_00021)
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IMGPR_plasmid_3300043958_000004: 11,431-22,006 (-)
RM _Type_Il_Type_|l_REase18 (OEOPBHPC_00001)
MTase_II_OOlléType (OEOPBHPC_00002) 3 4 DNA topoisomerase 3 (OEOPBHPC_00005)
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IMGPR _plasmid_3300046047_000002: 903-11,478 (+)
L-ribulose-5-phosphate 3-epimerase UlaE (PLEDIGNB_00023)
Sugar phosphatase YidA (PLEDIGNB_00024)
\ 22 DNA topoisomerase 3 (PLEDIGNB_00021)
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IMGPR_plasmid_2588253917_000001: 11,167-19,809 (-)

Hydroxypyruvate reductase (JLPGIOJI_00003)
1 2 4 5 DNA topoisomerase 3 (JLPGIOJI_00006)
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IMGPR_plasmid_2937206436_000001:417-10,516 (+)

Hydroxypyruvate reductase (MHCCHHBP_00019)
21 20 18 17 DNA topoisomerase 3 (MHCCHHBP_00016) 15
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IMGPR_plasmid_2671180250_000001:8,215-19,421 (-)
20 19 DNA topoisomerase 3 (ALNELPIE_00018) 17
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IMGPR _plasmid_2574179711_000001: 9,644-17,922 (-)
1 2 3 DNA topoisomerase 3 (PDJBIFLO_00004)
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IMGPR _plasmid_2744054765_000001:292-8,767 (+)
27 26 25 DNA topoisomerase 3 (OJFEMDJJ_00024) 23
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IMGPR _plasmid_2675903522_000001: 14,635-25,097 (-)
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