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19  O-acetylserine sulfhydrylase (CKPDBMDF_00020)

IMGPR_plasmid_7000000231_000012: 14,201-19,239 (+)
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IMGPR _plasmid_3300029906_000010: 180-5,822 (-)
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IMGPR _plasmid_3300008103_000009: 115-5,134 (-)
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IMGPR_plasmid_3300029412_000021: 1-4,946 (-)
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IMGPR_plasmid_3300029088_000004: 15,581-20,577 (+)
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IMGPR_plasmid_3300029330_000008: 14,574-20,107 (+)
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21 CAI-1 (VF0405) (HHLEIHAK_00022)

IMGPR_plasmid_3300008672_000028: 15,072-21,432 (+)
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IMGPR_plasmid_3300029566_000007: 92-5,715 (-)

N
[y

IMGPR _plasmid_3300014565_000007: 108-5,773 (-)
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IMGPR _plasmid_3300029323_000009: 14,577-21,712 (+)
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IMGPR_plasmid_3300029295_000005: 15,468-21,331 (+)
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19

IMGPR_plasmid_3300008067_000028: 8,778-17,414 (+)
O-acetylserine sulfhydrylase (OEOPMNCN_00020)
18 19 21 Glutathione biosynthesis bifunctional protein GshAB (OEOPMNCN_00022)

IMGPR _plasmid_3300007498_000021: 14,139-21,687 (+)
O-acetylserine sulfhydrylase (NIKGGPLK_00002)
4 6] 1

IMGPR_plasmid_3300030320_000013: 181-6,451 (-)
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IMGPR_plasmid_3300035655_000004: 14,246-20,035 (+)
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IMGPR_plasmid_7000000582_000001: 124-5,796 (-)
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IMGPR_plasmid_3300029176_000008: 10,248-17,864 (+)
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IMGPR_plasmid_3300029379_000019: 287-6,724 (-)
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IMGPR_plasmid_3300007641_000012: 38-7,835 (-)
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IMGPR _plasmid_3300029315_000022: 222-10,041 (-)
1S66 family transposase ISPba3 (FJGPHDBG_00007)
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IMGPR_plasmid_3300028959_000018: 1,223-12,045 (-)
4000 nt i

virulence (VFDB)
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