Periplasmic nitrate reductase, electron transfer subunit (DCKCOMHC_00028)
Nitrogen fixation regulation protein FixK (DCKCOMHC,&)OZS)
Cytochrome c-type protein NapC‘ (DCKCOMHC_00027)
Putative transport protein YdiK (DCKCOMHC_‘00022)

23 24 | 26 29 30

IMGPR _plasmid 2924207177 _000033:26,475-34,252 (+)
Periplasmic nitrate reductase, electron transfer subunit (PJODDOOD_00003)
4 T 2 1

IMGPR plasmid_291600085%_000028: 193-7,416 (-)
Cytochrome c-type protein NapC (IHMBFAJN_00041)

45
40 42 43 a4 46

IMGPR_plasmid_2519103084_000034: 37,641-45,674 (+)

Periplasmic nitrate reductase, electron transfer subunit (AENDLIFB_00050)
Cytochrome c-type protein NapC (AENDLIFB_OOO49)T 51 52 53 54 55 56
IMGPR_plasmid_648276728_000014: 43,749-54,002 (+)
Periplasmic nitrate reductase, electron transfer subunit (KHFHPEIF_00049)
Cytochrome c-type protein NapC (KHFHPEIF_00048) T 50 51 52 53 54

IMGPR _plasmid_2597490346_000016:43,354-52,733 (+)
Cytochrome c-type protein NapC (MDAHHDJA_00001)

IMGPR_plasmid_2921208531_000016: 24-5,283 (-)

38
IMGPR plasmid 2921257292 000022: 37,282-42,419 (+)
19
IMGPR plasmid 2921237296 000066: 17,169-22,476 (+)
1
IMGPR plasmid 2937091812 000049: 219-5.400 (-)
37

IMGPR_plasmid_2924150972_000028: 36,670-41,851 (+)

Cytochrome c-type protein NapC (FFCCKGNA_00002)
1

IMGPR _plasmid_2806310416_000018:23-5,952 (-)
Cytochrome c-type protein NapC (HDABBEIL_00001)

IMGPR_plasmid_2513237091_000029: 7-5,537 (-)
20 21

IMGPR _plasmid_2937106411_000050: 17,093-23,519 (+)
p-hydroxybenzoic acid efflux pump subunit AaeA (IEFHGCMG_00008)
Polyphosphate:ADP phosphotransferase 3 (I(EFHGCMG_00009)
Ca(2+)/H(+) antiporter (IEFHa‘CMG_OOOM)
10 7 6

X HO-E-d

IMGPR _plasmid_2551306148_000045: 353-10,144 (-)
12 8

IMGPR_plasmid_2924179722_000045: 1,620-11,415 (-)

Periplasmic nitrate reductase, electron transfer subunit (MBICLMJE_00011)
Ferredoxin-type protein NapF (MBICLMJE_00008)
Cytochrome c-type protein NapC (MBICLMJE_00012) Chaperone NapD (MBICLMJE_00009)
Periplasmic nitrate reductase (MBICLMJE_00010) 7 6 5

Bifunctional hemolysin/adenylate cyclase (MBICLMJE_00001)

4 3 2
H K K |

IMGPR_plasmid_2937029754_000012: 125-17,4083 (-)

Periplasmic nitrate reductase, electron transfer subunit (DKGMAKFJ_00021)
Ferredoxin-type protein NapF (DKGMAKFJ_00024)
Chaperone NapD (DKGMAKFJ_00023)
Periplasmic nitrate reductase (DKGMAKFJ_00022)
Cytochrome c-type protein NapC (DKGMAKFJ_00020) | \ | | =25 26 27

28 29

IMGPR _plasmid_2937084907_000021:17,502-31,893 (+)
Periplasmic nitrate reductase, electron transfer subunit (MEEJHMKD_00007)
Ferredoxin-type protein NapF (MEEJHMKD_00004)
Chaperone NapD (MEEJHMKD_OOOOS)
Periplasmic nitrate reductase (MEEJHMKEOOOOé)
Cytochrome c-type protein NapC (MEEJHMKD_00008) \ I \ \ 3 2 1

IMGPR_plasmid_2915980308_000013: 73-11,726 (-)

1S66 family transposase ISRel15 (GFMJBLPG_00037)
38 39 40
& —TTTTHECD
IMGPR_plasmid_2924158325_000037: 35,523-47,452 (+)
Cytochrome c-type protein NapC (DPHMFPMH_00015)
1S30 family transposase ISRle2 (DPHMFPMH_00014)
13 12 11 10 8 7

41 42

ad—a@—@

43 44 45

ISL3 family transposase ISRsp8 (DPHMFPMH_00009) 15110 family transposase ISMex29 (DPHMFPMH_00001)

ISNCY family transposase ISRsp17 (DPHMFPMH_00004)
6 5 32 |

IMGPR_plasmid_2916021584_000016:60-16,272 (-)
} 6000 nt i




