
IMGPR_plasmid_2937063883_000049: 35,902-43,997 (+)

Inner membrane ABC transporter permease protein YcjP (MHMLOFGA_00033)
Trehalose import ATP-binding protein SugC (MHMLOFGA_00034)

LPS (VF0085) (MHMLOFGA_00035) 36
Michele_1A_hits_grouped (MHMLOFGA_00037)
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IMGPR_plasmid_2924150972_000028: 760-6,651 (-)
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IMGPR_plasmid_2916021584_000016: 46,299-54,863 (+)

53 54 55 56 57

IMGPR_plasmid_2924186466_000047: 35,458-48,856 (+)
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retron_type_V_csd_cluster85_1 (EOIOAHEH_00047)

48 Hsp60 (VF0159) (EOIOAHEH_00049)

IMGPR_plasmid_2921289301_000046: 1,725-12,716 (-)

1
retron_type_V_csd_cluster85_1 (MLEBJEMG_00002)

34567891011

IMGPR_plasmid_2806310416_000018: 36,001-48,496 (+)
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retron_type_V_csd_cluster85_1 (FFCCKGNA_00049)

50 51

IMGPR_plasmid_2921244191_000036: 226-12,721 (-)

12
retron_type_V_csd_cluster85_1 (KLJNBHDD_00003)
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IMGPR_plasmid_2937016420_000031: 34,512-44,498 (+)

37 38 39 40 41 42 43 44
retron_type_V_csd_cluster85_1 (KMBCJILP_00045)

46

IMGPR_plasmid_2551306084_000025: 521-13,600 (-)

1
Amino-acid carrier protein AlsT (IJAHAICB_00002)

34

retron_type_V_csd_cluster85_1 (IJAHAICB_00005)

67891011121314

IMGPR_plasmid_2519103084_000034: 242-7,450 (-)

1
putative flavin reductase (IHMBFAJN_00002)

3

IMGPR_plasmid_648276728_000014: 49-13,716 (-)

IS256 family transposase ISRm5 (AENDLIFB_00001)

23456
Glycerol-3-phosphate regulon repressor (AENDLIFB_00007)

89
10

111213

IMGPR_plasmid_2597490346_000016: 487-13,321 (-)

12345
Glycerol-3-phosphate regulon repressor (KHFHPEIF_00006)

789101112

IMGPR_plasmid_2921208531_000016: 35,364-47,615 (+)
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Glycerol-3-phosphate regulon repressor (MDAHHDJA_00043)
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5000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


