13 14 15 16 17 18

[y
el
N
o

IMGPR _plasmid_3300029441_000139: 10,371-14,906 (+)

=
oo

IMGPR _plasmid_3300029350_000159: 12,182-16,086 (+)
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IMGPR _plasmid_3300035648_000089:5-7,021 (-)

N
=

IMGPR _plasmid_3300029878_000172: 148-7,850 (-)

N}
o
N
[

IMGPR _plasmid_3300029488_000143: 12,749-18,884 (+)

N
=

IMGPR _plasmid_3300029790_000165: 153-5,921 (-)

i

IMGPR _plasmid_3300044856_000268:40-5,674 (-)

[
0o

IMGPR _plasmid_3300023492_000094: 9,946-15,705 (+)

-
o

IMGPR _plasmid_3300029816_000062: 9,318-16,983 (+)

i

IMGPR _plasmid_3300029698_000309: 37-7,701 (-)

[N
oo

IMGPR _plasmid_3300029083_000055: 13,058-21,759 (+)

N
-
N
N
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IMGPR _plasmid_3300008716_000083: 14,827-25,112 (+)
Bep pili (VF0669) (EPPNFECL 00017)
16 18

i#

IMGPR _plasmid_3300029339_000126: 9,189-15,294 (+)

2 Beppili (VF0669) (CKBCMNKK_00001)

IMGPR _plasmid_3300007109_000140: 9-5,029 (-)

Bcep pili (VF0669) (CFDDLAEF_00001)

IMGPR_plasmid_2799112800_000001: 65-5,173 (-)
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IMGPR_plasmid_3300029437_000142: 13,057-22,153 (+)

N
=

IMGPR_plasmid_3300010283_000316: 146-9,498 (-)

w
N
[N

IMGPR_plasmid_3300029495_000407: 236-10,487 (-)

i

IMGPR_plasmid_3300029789_000177: 190-9,149 (-)

w
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w
N
-

IMGPR_plasmid_3300029374_000195:45-11,064 (-)

Transcription elongation factor GreA (IGBHMPLO_00002)
Elongation factor P--(R)-beta-lysine ligase (IGBHMPL6_00003)

5 4 [ \ tRNA-dihydrouridine synthase B (IGBHMPLO_00001)
IMGPR _plasmid_3300007975_000082: 28-8,509 (-)
4 3 2 1
IMGPR _plasmid_3300029671 000153:452-6,293 (-)
3 2 1
IMGPR _plasmid_2833313268_000007: 45-5,189 (-)
18 19 20 21
IMGPR _plasmid_3300029623 000147:10,367-19,006 (+)
12 18
IMGPR _plasmid_3300007991 000139:12,027-15,681 (+)
1
IMGPR _plasmid_3300014791_000157: 1-3,484 (-)
2 1
IMGPR _plasmid_3300029754_000131:66-5,811 (-)
16
IMGPR _plasmid_3300029777_000123: 9,575-12,647 (+)
30 36
IMGPR _plasmid_3300029497_000124: 31,931-36,633 (+)
1
IMGPR_plasmid_3300029403_000085: 48-3,446 (-)
17 18 19 20
IMGPR _plasmid_3300029384_000252: 10,096-15,051 (+)
28 29 30
IMGPR_plasmid_3300023506_000198:27,209-35,479 (+)
26 27 28
IMGPR _plasmid_3300029191 000187: 25,251-30,370 (+)
3 2 1
IMGPR _plasmid_2915377836_000006: 675-5,980 (-)
31 32 33
IMGPR _plasmid_3300029434_000227:29,774-40,080 (+)
3 2 1
IMGPR _plasmid_3300029362_000206: 153-10,459 (-)
31 35 36
IMGPR_plasmid_3300030432_000048: 30,775-36,315 (+)
33 34
IMGPR_plasmid_2833321960_000004: 30,163-35,728 (+)
15
IMGPR _plasmid_3300025600_000111:8,715-13,496 (+)
6 5 4 3 2 1
IMGPR_plasmid_3300029378_000166:261-7,789 (-)
27 28 29
IMGPR_plasmid_3300029379_000148: 25,602-30,324 (+)
9 8 7 6 5 4 Pyruvate, phosphate dikinase (GIICCJAO_00003) 2 1
IMGPR_plasmid_3300029537_000061: 373-12,851 (-)
28 29 30 31 32 33
IMGPR_plasmid_3300029546_000059: 28,503-40,508 (+)
17 18 19

IMGPR _plasmid_3300007796_000139:9,974-15,309 (+)

w
N
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IMGPR _plasmid_3300029229_000218:594-5,929 (-)

Purine-binding protein (LDDKJNOF_00022)
19 20 21 23 Methenyltetrahydrofolate cyclohydrolase (LDDKJNOF_00024)

i#

IMGPR _plasmid_3300034415_000080: 10,760-21,833 (+)

2021

IMGPR _plasmid_3300035647_000102: 14,572-18,717 (+)

|'_\

IMGPR _plasmid_3300029031_000103: 24-3,981 (-)

17 18 19

IMGPR _plasmid_3300000286_000138: 9,634-14,968 (+)

16 17

IMGPR_plasmid_3300029796_000282:9,277-13,679 (+)

HTH-type transcriptional regulator HdfR (IIOCFDKP_00023)

Glyoxal reductase (IIOCFDKP_00019)

21
16 17 18 20 22 24

EH

IMGPR_plasmid_3300029888_000093: 9,293-18,090 (+)
5

w
N
[

IMGPR _plasmid_3300033562_000026: 225-7,328 (-)
4000 nt 1

virulence (VFDB)
N



