Prometheus_ ProA (NDMPNLFO_00001) 2 3 4 5 6 7

IMGPR_plasmid_3300037846_000404: 256-11,490 (+)
1 2

IMGPR _plasmid_3300047160_019607: 510-7,660 (+)
Macrolide export ATP-binding/permease protein MacB (NEJCBDBN_00001)

!ﬁ

IMGPR _plasmid_3300021171_000366:61-10,550 (+)

[
N
w

IMGPR_plasmid_3300026551_000425: 307-7,750 (+)
1 2 3

o

IMGPR_plasmid_3300032896_000805: 65-7,318 (+)

PDC-558_WP_202223243.1 (IBDILOAI_00022)
23 21 20 19 18

IMGPR _plasmid_3300022557_001057:11,921-24,726 (-)
1 2 3 4

IMGPR_plasmid_3300006893_000754: 255-8,286 (+)
HTH-type transcriptional regulator VirS (OPKGCLNE_00021)
Tautomerase PptA (OPKGCLNE_00022)
22 19 18 17 14

!

IMGPR_plasmid_3300026551_000286: 9,930-20,171 (-)
22 21 20 19 18 17 14

IMGPR_plasmid_3300025812_000005: 9,863-22,299 (-)
1 2 3 4 5 6 7

IMGPR_plasmid_3300025134_000023: 84-12,648 (+)
23 22 21 20

N
o

18 17

IMGPR_plasmid_3300007982_000047: 9,679-20,452 (-)
22 21 20 19 18 17

IMGPR_plasmid_3300022557_000202: 9,679-20,734 (-)
1 2 3 4

IMGPR_plasmid_3300037258_000415: 922-9,583 (+)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (HOFFOPJE_00001)
2 3 4 7
IMGPR _plasmid_3300044521_000016:313-8,710 (+)

I

I
-
N
w
N
[0}
o

IMGPR_plasmid_3300012361_000130:430-14,461 (+)
1 2

w

IMGPR_plasmid_3300009621_000022: 50-6,648 (+)
1 2

IMGPR_plasmid_3300038425_000046: 192-6,373 (+)

l

IMGPR_plasmid_3300041955_000980: 534-5,959 (+)
1 2

IMGPR_plasmid_3300033561_000026: 856-7,128 (+)
Single-stranded DNA-binding protein (LHOGFDKM_00018)
DNA mismatch repair protein MutL (LHOGFDKM_00019)
22 21 20 17 16 15

N
w

IMGPR_plasmid_3300014152_000077:9,271-24,062 (-)
Peptidoglycan-associated lipoprotein (CPDDBOPD_00019) Glucose-6-phosphate 1-dehydrogenase 1 (CPDDBOPD_00016)
21 20 18 17 15

IMGPR_plasmid_3300023212_000153:8,191-23,290 (-)

-
N

IMGPR_plasmid_3300027857_000072: 220-6,594 (+)
17

IMGPR_plasmid_3300035696_000261: 10,037-16,394 (-)

-
N
w

IMGPR_plasmid_3300020582_000110:572-9,418 (+)
1 2

IMGPR_plasmid_3300021559_000256: 50-6,913 (+)
Phthiocerol synthesis polyketide synthase type | PpsC (ONBJLAOO_00001)
2

Bhitioces
D —

IMGPR_plasmid_3300036833_000236: 7-9,071 (+)

w
o

[N
N

IMGPR_plasmid_3300044977_000314: 635-8,436 (+)
16 15

IMGPR_plasmid_3300040759_000191:8,261-15,483 (-)

Tyrosine recombinase XerC (OEPHKAFD_00021)
19 18 17 16

[

IMGPR_plasmid_3300043783_000120: 10,073-21,049 (-)

Thiaminase-1 (AAINDHLN_00003)
2 4 o)

[

f

0o

IMGPR_plasmid_3300031962_000268: 75-10,365 (+)
Single-stranded DNA-binding protein (FOEGBAPC_00018)
MTase_Il_00014 Type (FOEGBAPC_00020)

22 21 19 17 16

i#

IMGPR_plasmid_3300044824 000148:9,884-21,198 (-)
Single-stranded DNA-binding protein (JBNPNPEO_00005)
MTase_lI_00014 Type (JBNPNPEO_00003)

-
N
N
o
~

IMGPR_plasmid_3300038424_000015:152-11,166 (+)

N
o
~N

IMGPR_plasmid_3300036766_000057: 72-7,355 (+)

!

IMGPR_plasmid_3300026551_000399: 25-6,707 (+)
16

IMGPR_plasmid_3300011269_000265: 10,253-17,745 (-)

l

IMGPR_plasmid_3300042091_001569: 262-7,772 (+)
1 2 3 capH (CFLNJOEO_00004) 5!

o
~N
oo

IMGPR_plasmid_3300020579_000145: 779-16,846 (+)

Single-stranded DNA-binding protein (HMJBAEPK_00021)
20 19 18 17

[N
N

E%

IMGPR _plasmid_3300011271 000300: 9,035-19,168 (-)
6000 nt i
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




