21 22 23 24 25 26 27 DNA topoisomerase 3 (HBGJLBON_00028)

IMGPR_plasmid_3300029236_000135: 15,607-23,909 (+)
DNA topoisomerase 3 (MDFHKEJK_00026)
25 \ 27

IMGPR _plasmid_3300029014_000050: 17,401-27,159 (+)
vanZ-F-NCBIFAM glycopeptide resistance protein VanZ-F (NFO00145.1) (DGJHMEML_00003)
5 DNA topoisomerase 3 (DGJHMEML_00004) 2 1

i

IMGPR _plasmid_3300013752_000043: 70-11,565 (-)
vanZ-F-NCBIFAM glycopeptide resistance protein VanZ-F (NFO00145.1) (IKCONJAJ_00002)
DNA topoisomerase 3 (IKCONJAJ_00003) 1
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i

IMGPR _plasmid_3300030030_000075:46-10,816 (-)

%

IMGPR _plasmid_3300029058_000073: 65-4,649 (-)
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IMGPR_plasmid_3300029510_000040: 7,180-12,259 (+)

!

IMGPR_plasmid_3300030315_000020: 144-4,224 (-)
20

IMGPR _plasmid_3300029617_000090: 9,535-13,615 (+)
putative dual-specificity RNA methyltransferase RImN (EDKKLDLC_00003)

1 2 4 10
IMGPR_plasmid_3300008744_000077:208-8,420 (+)
3 4 8 DNA topoisomerase 3 (MDDOMDBK_00009) 10

IMGPR_plasmid_3300023492_000088: 57-10,533 (+)

14 10

IMGPR _plasmid_3300029745_000242: 9,050-18,799 (-)
Adaptive-response sensory-kinase SasA (HCFKDCHF_00020)
RegX3 (VF0858) (HCFKDCHF_00019)
22 HitABC (VF0268) (HCFKDCHF_OOOZl) 18 Retron_VI_HTH (HCFKDCHF_00017) 13

IMGPR_plasmid_3300029016_000022: 13,293-23,224 (-)

Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (LLGHLKPC_00020)
19 18 Retron_VI_HTH (LLGHLKPC_00017)

!ﬁ

IMGPR_plasmid_3300029393_000030: 13,021-19,643 (-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (POPMPABA_00005)
RNA polymerase sigma factor FliA (POPMPABA_00002)
Adaptive-response sensory-kinase SasA (POPMPABA_00004)
1 3 ‘ Retron_VI_HTH (POPMPABA_00006)

?

IMGPR_plasmid_3300014970_000017:478-8,963 (+)
Sensory transduction protein regX3
10  Retron_VI_HTH (OGCMINMF_00009)

4
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{

IMGPR_plasmid_3300006499_000044: 1,902-6,364 (-)

§*

IMGPR_plasmid_3300029376_000099: 3,669-8,132 (-)

w
N
-

—
IMGPR_plasmid_3300029053_000030: 27-4,586 (-)
HitABC (VF0268) (PADBHAHG_00018)

17  Retron_VI_HTH (PADBHAHG_00016)

!#

—
IMGPR_plasmid_3300029604_000109: 13,242-18,667 (-)

[
~

IMGPR_plasmid_3300029840_000127: 18-7,344 (+)
k 4000 nt |
defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)




