ISNCY family transposase 1SSen7 (KCPFOANP_00007)
Tyrosine recombinase XerC (KCPFOANP_00006)
" Plasmid partition protein A (KCPFOANP_00010)
Antitoxin CcdA (KEPFOANP_00004)
Toxin CcdB (KCPFOANP'00005)
123 T | | 89 Virulence regulon transcriptional activator VirB

IMGPR_plasmid_2600255214.000002: 341-7,411 (+)
34

35

Tl 33

IMGPR_plasmid_2609460161_000002: 17,214-24,284 (-)
12 34

IMGPR_plasmid_2617271000_000001: 130-7,577 (+)
15256 family transposase ISEc39 (EDDDJDHA_00043)
Quorum-sensing (VF0433) (EDDDJDHA_00039)
Invasin (EDDDJDHA_00041) 37
42 40 38[ 36

IMGPR _plasmid_2619619273 000002: 19.78734,507 ()
15256 family transposase ISEc39 (PDPCKAAC_00001)
Quorum-sensing (VF0433) (PDPCKAAC_00005)
Invasin (PDPCKAAC_00003)
2 4 678

D

—
IMGPR plasmid_2600255226_000002: 59-14,781 (+)
tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (BGENOLFJ_00003)

1S3 family traqsposase 151400 (BGENOLFJ_00002) 1S3 family transposase I§Iée1e2 (BGENOLFJ_00007)
1S3 family transposase 151351 (BGENOLFJ_00001) 1S3 family transposase ISAs17 (BGENOLFJ_00008)
\ \ D-alanine--D-alanyl carrier protein ligase (BGENOLFJ_00004) Tyrocidine synthase 3 (BGENOLFJ_00005) 6 \ 13

L o U K O TED
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IMGPR_plasmid_2693429600_000003: 17-32,459 (+)

tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (AHFGHKIO_00002) 1S3 family transposase ISQeZ (AHFGHKIO_00006)
1S3 family transposase 1S1400 (AHFGHKIO_00001) 1S3 family transposase ISAs17 (AHFGHKIO_00007)
T \ D-alanine--D-alanyl carrier protein ligase (AHFGHKIO_00003) Tyrocidine synthase 3 (AHFGHKIO_00004) 5 \

&K K

I
IMGPR_plasmid_2667528040_000005: 137-31,734 (+)

tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (JMGFFPAG_00038) 1S3 family transposase ISEae2 (JMGFFPAG_00034)
1S3 family transposase 1S1400 (JMGFFPAG_00039) 1S3 faTnin transposase ISAs17 (JMGFFPAG_00033)
flT) \ D-alanine--D-alanyl carrier protein ligase (JMGFFPAG_00037) Tyrocidine synthase 3 (JMGFFPAG_00036) 35 \

-G K

I
IMGPR_plasmid_2667527833_000003: 18,425-50,126 (-)

tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (POCKOLEM_00003) 1S3 family transposase ISEgeZ (POCKOLEM_00007)
1S3 family {ransposase 1S1400 (POCKOLEM_00002) 1S3 family transposase ISAs17 (POCKOLEM_00008)
1 T \ D-alanine--D-alanyl carrier protein ligase (POCKOLEM_00004) Tyrocidine synthase 3 (POCKOLEM_00005) 6 \

D@ K

I
IMGPR_plasmid_641736209_000002: 15-31,983 (+)

tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (OPCMOLCN_00038) 1S3 family transposase ISEge2 (OPCMOLCN_00034)
1S3 family transposase 1S1400 (OPCMOLCN_00039) 1S3 family transposase ISAs17 (OPCMOLCN_00033)
@T \ D-alanine--D-alanyl carrier protein ligase (OPCMOLCN_00037) Tyrocidine synthase 3 (OPCMOLCN_00036) 35 \

D& K
IMGPR _plasmid_2667527867_000002: 18,411-50,379 (-)

k 10000 nt {

virulence (VFDB) AMR (AMRFinderPlus)




