gac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NFO00089.1) (DDDJNCKC_00008)
HTH-type transcriptional regulator QacR (DDDJNCKC_00007)
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1S6 family transposase 1S431R (FELJKOMP_00001)
DNA-invertase hin (FELIKOMP_00026) 24 151182 family transposase ISSep1 (FELJKOMP_00021)
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