
IMGPR_plasmid_3300053491_035601: 5,665-14,668 (+)

HTH-type transcriptional regulator QacR (DDDJNCKC_00007)
qac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NF000089.1) (DDDJNCKC_00008)
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IMGPR_plasmid_3300053491_019981: 13,963-19,202 (+); 1-3,752 (+)

123

IMGPR_plasmid_3300053491_026022: 4,878-13,871 (+)

12

IMGPR_plasmid_3300053491_039558: 119-11,016 (+)

IS1182 family transposase ISSep1 (KIMBBAAD_00003) 7

IMGPR_plasmid_3300053491_025016: 1,751-11,072 (+)

8 13

IMGPR_plasmid_3300053491_024077: 18,838-28,166 (-)

2125

IMGPR_plasmid_3300053491_018653: 1-3,315 (-); 13,594-19,262 (-)

22

IMGPR_plasmid_3300053491_026033: 4,084-13,887 (+)

Putative transposon Tn552 DNA-invertase bin3 (PHDAHCHF_00005) 9 11

IMGPR_plasmid_3300053491_023106: 4,940-14,300 (+)

12 16 17

IMGPR_plasmid_3300053491_023139: 1-1,342 (-); 13,964-24,180 (-)

IS6 family transposase IS431R (FELJKOMP_00001)
17IS1182 family transposase ISSep1 (FELJKOMP_00021)24DNA-invertase hin (FELJKOMP_00026)

4000 nt
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