Fimbriae (VF0031) (PKNFIBHH_00165)
166
T167 168169 170 171172

DB —(

-—
IMGPR _plasmid_2576861666_000002: 188,726-195,610 (+)
2 1

aHG——DB I —A

TMGPR_plasmid_2609460322.000001: 655-6,955 (1)
3 2 1

agi—oo o —d

| ]
IMGPR_plasmid_2617271107.000003: 545-7,430 (-
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DB IE—K

| ]
IMGPR_plasmid_2926248961_000001: 165,033-171,916 (+)
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155 T 157 158159 160

H——DEO—HEA

_—
IMGPR plasmid_2871731064 000001: 166,898-176,120 (+)
166 167 168

DO —GL(

—_—
IMGPR_plasmid_2576861786_000002: 182,001-188,886 (+)
4 321

ai—Oo o —aA&d

-—
IMGPR_plasmid_2619619082_000002: 472-7,942 (-)
21 2223

aH—DB—AaAd

_—
IMGPR plasmid 3300023291 000125: 18,739-24,782 (+)
155 157 159
154 156 [158 160

[ ]
IMGPR plasmid_3300031939.000003: 167,782-176,087 (+)
6 5 4 3 21

DB D ——¢HA

[}
IMGPR _plasmid_2821056566_000002: 791-8,494 (-)
3 21

DO —d

_—
IMGPR_plasmid_2821070448_000006: 150-5,865 (-)
132
131 [133

CHE—DOB{D—d

_—
IMGPR plasmid_2731957702 000001: 140,176-145,744 (+)
152 153

KD

)
IMGPR_plasmid_2821061094_000001: 171,295-176,341 (+)
6 5 4 3 2 1

Do D ———@ad—-a

_—
IMGPR_plasmid_2690315785_.000002: 132-12,342 (-)
153 154 155

CHE— OO ) )

-—
IMGPR_plasmid_2675903586_000003: 166,210-177,190 (+)
17 18

DO D —@E

—_—
IMGPR_plasmid_3300026472_000050: 13,121-20,150 (+)
2 1

CHE— DB —C

_—
IMGPR_plasmid_3300031372_000140: 32-6,428 (-)
3 2 1

CH—OD{ A

[ ]
IMGPR_plasmid_3300012999_000026: 157-6,328 (-)

Pertactin (VF0027) (CMOJEDJA_00003)
5 4 2 1

H— DO ——D0

WGPR_p\asmid_3300031417_000056: 2,122-11,902 (-)
Pertactin (VF0027) (IGANJILM_00018)
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161 19

H— D&

-— EE——
IMGPR_plasmid_3300031134.000186:11,906-19,927 (+)
4 3 Pertactin (VF0027) (OPLFAOJJ_00002)

ai—ooac

_— I
IMGPR_plasmid_2871740659_000002:4,376-11,644 (-)
1617 TcfA (VF0032) (CGFIEIEG_00018)

DDA

] I
IMGPR _plasmid_3300011604_000005: 12,325-17,996 (+)
Pertactin (VF0027) (KNKAJOPA_00006) Modulating protein Ym_(fA (KNKAJOPA_00003)
8 7 5 4 2 1

a—ooHeE ) a—D

—-— ——
IMGPR_plasmid_3300031132_000028: 2-15,108 (-)

Pertactin (VF0027) (AKMJIBAE_00019)
18 20 21 22

ai—Dbac— 11—

TMGPR_plasmid_3300004016.000009: 14.347-24,817 (+)
CupD fimbriae (VF0927) (HDLEGGGL_00040)
UG4_Fimbrae_114 (HDLEGGGL_00039)
44 49 50 Modulating protein YmoA (HDLEGGGL_00051)
¢ KK DOEAC— D
I

—— — —
IMGPR_plasmid_3300011210_000007:47,687-63,832 (+)

Hemolysin secretion protein D, chromosomal (DIMJBINL_00125)
RtxA (VF0482) (DIMJBINL_00124) Myo-inositol 2-dehydrogenase (DIMJBINL_00131)
121 122 123 \ 129 130

{—DOO{A a

_—
IMGPR_plasmid_3300047320_000015: 127,907-158,299 (+)
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CH— DA D —@—@@TD

-— EE—
IMGPR _plasmid_2757320372_000001: 138,754-155,378 (-)

SigH (VF0296) (GFMHKDMI_00100)
108 107 106 105 101 | 99 Protein Ycel

CK— OO OB —)—@ 0D { DD

_— -
IMGPR plasmid_3300048923 000049: 105,005-118,348 ()
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aid—4DEOH D —@@ @ @@ DD

TMIGPR_plasmid 2924489260 000001: 75,.865-89,540 (-
; 10000 nt |
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