Monofunctional chorismate mutase (GBMIILBJ_00058)

Catabolite repressor/activator (GBMIILBJ_00060)
Sucrose-é‘-phosphate hydrolase (GBMIILBJ_00061)
48 49 50 51 CdpA (VF0432) (GBMIILBJ_00052) 53 54 55 56 57 Cyp125(VF0843) (GBMIILBJ_00059) Negative regulator of SacY activity
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IMGPR _plasmid_2876571425_000001: 52,797-67,598 (+)
Methyl-accepting chemotaxis protein Il (EFPONKNN_00126)
127 131 132 134 Alcohol dehydrogenase (EFPONKNN_00135)

IMGPR_plasmid_648028049_000001: 139,747-156,805 (+)
55 59 60 61 Alcohol dehydrogenase (CHPKDICE_00062) Negative regulator of SacY activity (CHPKDICE_00067)
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IMGPR _plasmid_2821051985_000002: 58,787-73,921 (+)

37 putative zinc-binding alcohol dehydrogenase (OBCHCPHC_00038)
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IMGPR_plasmid_2757320372_000001: 39,197-52,675 (+)
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IMGPR plasmid_3300028585.000018: 28,123-42,665 ()
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IMGPR plasmid_2876586586_000003: 44,776-59,994 (+)
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IMGPR_plasmid_2816332477_000003: 126,510-142,117 (+)
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IMGPR_plasmid_3300011210_000007: 1-5,167 (-); 158,601-169,163 (-)
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IMGPR _plasmid_2597490175_000002: 26,981-38,166 (+)
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IMGPR plasmid_2924484564 000002: 106,403-117,587 (-)
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IMGPR_plasmid_2927986592_000003:45,022-56,221 (+)
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IMGPR_plasmid_2617270728_000001: 137,646-150,941 (-)
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IMGPR _plasmid_3300048849 000014:85,402-99,122 (-)
130
IMGPR_plasmid_2645727681_000002: 137,127-150,853 (+)
Methyl-accepting chemotaxis protein |1l (DIMJBINL_00069) 64
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IMGPR_plasmid_3300047320_000015: 65,378-79,106 (-)
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IMGPR_plasmid_3300014630_000002: 119,230-132,973 (+)
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