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Pyridoxine/pyridoxamine 5'-phosphate oxidase (CPNINICP_00019)
PD-Lambda-2_A_WP_029458229.1 (CPNINICP_00021)
UvrABC system protein A (CPNINICP_00023)
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133132 131 127 Methyl-accepting chemotaxis protein Il (EFPONKNN_00126)
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IMGPR _plasmid_2876571425_000001:51,327-62,994 (-)
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Methyl-accepting chemotaxis protein 111 (DIMJBINL_00069)
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putative signaling protein (LANCIEKA_00035)
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