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Glutathione-independent formaldehyde dehydrogenase (GGCDGKPC_00033)
Methanesulfonate monooxygenase (GGCDGKPC_00036)
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67
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144
145

146

147
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138
139

140
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Phenazine antibiotic resistance protein EhpR (KDOOLICF_00074)
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Malonate-semialdehyde dehydrogenase (KDOOLICF_00081)
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74
75

76
77 78

79
80

81
82 83 84 85 86

Mycobactin (VF0299) (MPIOIOHJ_00087)
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Mycobactin (VF0299) (ECOMJBEF_00154)
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160
Phenazine biosynthesis protein PhzG (ECOMJBEF_00161)

Trans-2,3-dihydro-3-hydroxyanthranilate isomerase (ECOMJBEF_00162)

Isochorismate synthase MenF (ECOMJBEF_00163)
Phenazine biosynthesis protein PhzD (ECOMJBEF_00164)

Phenazine biosynthesis protein PhzB2 (ECOMJBEF_00165)
Phenazine antibiotic resistance protein EhpR (ECOMJBEF_00166)

167
168

169
170

171
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putative MFS-type transporter YfcJ (DPOEJNBG_00030)
Nitrilotriacetate monooxygenase component A (DPOEJNBG_00031)

323334
Thymidylate kinase (DPOEJNBG_00035)
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Histidinol-phosphate aminotransferase (DPOEJNBG_00039)
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Putative amidase AmiD (DPOEJNBG_00042)
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IS3 family transposase ISEhe4 (DPOEJNBG_00046)
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gcu167__gcu167B (BPGPCCHP_00149)
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Inner membrane ABC transporter permease protein YdcV (CPNINICP_00080)
Putrescine transport system permease protein PotH (CPNINICP_00081)
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Acetophenone carboxylase gamma subunit (CPNINICP_00085)

Beta-Ala-Xaa dipeptidase (CPNINICP_00086)

IMGPR_plasmid_2811995300_000001: 65,376-84,125 (-)
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Endoribonuclease HigB (KMEDKMMN_00069)
Virulence-associated proteins (VF0679) (KMEDKMMN_00070)
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