1S5 family transposase ISPsp3 (OCEHFEIN_00054) Conjugal transfer protein TraG (OCEHFEIN_00009)

DNA-invertase hin (OCEHFEIN_00001) DNA topoisomerase 3 (OCEHFEIN_00007)
48 51 TnsC_0_V-K (OCEHFEIN_00003) Protein TraD (OCEHFEIN_00006)
47749 50] 52 53 | 2 4 5 T 8 Protein Tral (OCEHFEIN_00010)

= KK KK l

IMGPR_plasmid_3300009076_000001: 43,805 49.828 (+): 1-17,202 (+)
1S5 family transposase ISPsp3 (ANNDPDKG_00029)
DNA-invertase hin (ANNDPDKG_00030)
TnsC_0_V-K (ANNDPDKG_00032)

28 | | 81 | 33
H KK KX K

—
IMGPR_plasmid_3300025621_000001: 17,814-40,916 (+)
21
22T 20 Conjugal transfer protein TraG (FLNPIPIF_00015)

KX l

IMGPR plasmid 2731957622 000001: 8,170-25,498 (-)
39
387 40

KK KX K l

IMGPR _plasmid_2619619207_000001: 27,139-44,467 (+)
Outer membrane protein OmpV (AALOOFPL_00004)
3 5

IMGPR _plasmid_641210414 000001: 16-16,038 (+)
Tn3 family transposase 1S1071 (IEGNIHPK_00061)
Tn3 family transposase 1S1071 (IEGNIHPK_00062)

IMGPR_plasmid_2687453284_000001: 45,059-60,701 (-)
TnsC_0_V-K (OHFNOACP_00054)
55 53

B-C@- KK &K l

\MGPRmmid733000050467000013: 34,478-51,439 (-)
chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (NOIHEHNI_00023)
3-ketosteroid-9-alpha-monooxygenase, ferredoxin reductase component (NOIHEHNI_00035)
2-halobenzoate 1,2-dioxygenase large subunit (NOIHEHNI_00033)
HTH-type transcriptional‘ regulator ArgP (NOIHEHNI_00036)
Aminoglycoside 3'- phosphotransferase(NOIHEHNI 00024)
Tn3 family transposase I31071 (NOIHEHNI_00026)
‘ Glufamine synthesis (VF0816) (NOIHEHNI_00031)

Tn3 family transposase 1S1071 (NOIHEHNI_00021) Tthamin transposase TnAs3 (NOIHEHNI_00040)
tRNA-Ser(gct) 29 DrmD_00013 DrmD (NOIHEHNI_00039)
13 14 15 20 22 25| | 2728] 31 33 | |36 37 | Tn3family transposase 1S1071 (NOIHEHNI_00041)

KK

IMGPR_plasmid_2556793031_000001: 11,067—51,_033 (+)
1S3 family transposase ISStma17 (MFGMHFPA_00029)
1S3 family transposase ISAzo10 (MFGMHI—TPA,OOOBS)
Tn3 family transposase 151071 (MFGMHFPA_00031)
Tn3 family transposase 151071 (MFGMHFPA’00034)
1S3 family transposase ISStmal7 (MFGMHFPA_00030)
IS3 family transposase 15Az010 (MFGMHFPA_00032)
Prophage |ntegra5e intS (MFGMHFPA_00028)
35 | | | | | | T Tn3familytransposase|S1071 (MFGMHFPA 00027)

H KK K

IMGPR _plasmid_2576861760_000001: 11,880-37,096 (-)
HTH-type transcriptional regulator CynR (KBHKBCPE_00004)
ISL3 family transposase ISPpu12 (KBHKBCPE_00007)
1S3 famlly transposase ISH 1 (KBHKBCPE_00002)
1S3 famlly transposase IS401 KBHKBCPE_00001)
1S5 famlly transposase ISPst7 (KBHKBCPE_00006)
Mig-5 (VF0396) (KBHKBCPE_00003)
|'T | s 8 Tn3 family transposase 151071 (KBHKBCPE_00009)

H KK & X

L]
IMGPR _plasmid_2663762776_000001:40-21,268 (+)
} 10000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA
I




