Lactococcin-G-processing and transport ATP-binding protein LagD
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Beta sliding clamp (ENBODBCI_00004)
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IMGPR_plasmid_3300029422_000092: 6-37,817 (-)
tet_ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NFO00474.1) (HBOGPKLM_00010)
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