
IMGPR_plasmid_3300017948_000030: 10,057-17,851 (+)

Type IV secretion system protein VirB11 (NELFEPEP_00012)

13 14 15
ATP-dependent RecD-like DNA helicase (NELFEPEP_00016)

17

IMGPR_plasmid_3300043538_000012: 9,070-16,591 (+)

15

IMGPR_plasmid_3300041431_000028: 10,667-17,894 (+)

18

IMGPR_plasmid_3300014200_000038: 84-7,311 (-)

1

IMGPR_plasmid_3300025454_000001: 11,294-19,238 (+)

18

IMGPR_plasmid_3300041417_000040: 229-8,173 (-)

1

IMGPR_plasmid_3300025460_000002: 10,012-21,745 (+)

17 18 19 20
ISNCY family transposase ISTde1 (KDIEDCEK_00021)

IS630 family transposase ISCARN21 (KDIEDCEK_00022)

IMGPR_plasmid_3300025444_000006: 171-10,015 (-)

1234

IMGPR_plasmid_3300018005_000002: 4,532-16,741 (+)

6 7 8 9 10 anti-CRISPR-Cas evasion by DNA repair (APIS131) (EDAGJEDK_00011)

IMGPR_plasmid_3300028068_000048: 12,270-26,976 (+)

15 17 Cas1g_WP_005511840.1 (EDAHLPOO_00020)

Cas2g_WP_109723797.1 (EDAHLPOO_00021)
cas8u1_I-U_2 (EDAHLPOO_00022)

23

IMGPR_plasmid_3300047657_000042: 9,249-29,234 (+)

15
PDC-S02_WP_151674975.1 (PAFIAGAD_00018)

DISARM_1__drmD (PAFIAGAD_00019) 20
PDC-S06_WP_106028275.1 (PAFIAGAD_00021)

MTase_III_00005 Type (PAFIAGAD_00022)

RM_Type_III__Type_III_REases_FAM_1.einsi_trimmed (PAFIAGAD_00023)

IMGPR_plasmid_3300047649_000150: 205-9,407 (-)

1
PDC-S02_WP_151674975.1 (OHCABBLA_00002)

IMGPR_plasmid_3300022861_000053: 647-13,353 (-)

12345

IMGPR_plasmid_3300023247_000073: 265-6,240 (-)

12
anti-CRISPR-Cas evasion by DNA repair (APIS131) (FCGMAOFO_00008)

IMGPR_plasmid_3300030503_000818: 67-6,882 (+)

1 2 4

IMGPR_plasmid_3300029951_000629: 18,634-25,449 (-)

17

IMGPR_plasmid_3300030617_000770: 252-10,601 (+)

1 2 3
Type IV secretion system protein VirB11 (CBNFOKOP_00004)

5 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CBNFOKOP_00006)

IMGPR_plasmid_3300031027_000289: 3-10,786 (+)

1 PDC-M54A_WP_080066188.1 (HGNDMLOM_00006)

IMGPR_plasmid_3300029910_000360: 16,679-27,768 (-)

18

7000 nt

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


