Lipoprotein diacylglyceryl transferase Igt (VFO790) (NNJADEKL_00002)
Bicarbonate transporter BicA (NNJADEKL_00009)

DNA-invertase hin (NNJADEKL_00010) Transition state regulatory protein AbrB (NNJADEKL_00018)
HTH-type transcriptional regulator LrpC (NNJADEKL_00005) DrmD_00013 DrmD (NNJADEKL_00013)
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IMGPR _plasmid_2654588007_000005: 231-16,267 (+)
Bicarbonate transporter BicA (DMOFACPC_00100)
DNA-invertase hin (DMOFACPC_00099)
DrmD_00013 DrmD (DMOFACPC_00096)
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IMGPR_plasmid_2671180266_000004: 70,085-82,521 (-)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (NEECOEKP_00019)
HTH-type transcriptional regulator LrpC (NEECOEKP_00022)
Bicarbonate transporter BicA (NEECOEKP_00026)

DNA-invertase hin (NEECOEKP_00018) DNA-invertase hin (NEECOEKP_00027)
Tn3 family transposase TnXo19 (NEECOEK'F_OOOIJ]) DrmD_00013 DrmD (NEECOEKP_00030)
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IMGPR _plasmid_2687453217_000005: 8,682-32,518 (+)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (GEGMIGCJ_00091)
HTH-type transcriptional regulator LrpC (GEGMIGCJ_00094)
DNA-invertase hin (GEGMIGCJ_OOO?O) Bicarbonate transporter BicA (GEGMIGCJ_00098)
Tn3 family transposase TnXo19 (GEGMIGEJ_00089) DNA-invertase hin (GEGMIGCJ_00099)
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IMGPR plasmid_2648501633_.000010: 63,172-79,799 (+); 1-5,732 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (HEGMIPHG_00035)
HTH-type transcriptional regulator LrpC (HEGMIPHG_00032)
Bicarbonate transporter BicA (HEGMIPHG_00028)

DNA-invertase hin (HEGMIPHG_00036) DNA-invertase hin (HEGMIPHG_00027)
Tn3 family transposase TnXo019 (HEGMIPHG_OOO37) DrmD_00013 DrmD (HEGMIPHG_00023)
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IMGPR _plasmid_2636415423_000007: 14,209-38,043 (-)
1S21 family transposase 15232 (FOALIFLP_00003)
Tyrosine recombinase XerD (FOALIFLP_00006)
1S4 family transposase 1S231C (FOALIFLP_00004) DrmD_00013 DrmD (FOALIFLP_00007)
1 2 | fTn3 family transposase (FOALIFLP_00005) ~ | 8

a— D a EEH -KEHDHA&ETT

IMGPR_plasmid_2561511198_000005: 115-12,780 (+) _—
Tyrosine recombinase XerD (AKFMIBNM_00002)
DrmD_00013 DrmD (AKFMIBNM_00003)
Tn3 family transposase (AKFMTBNMB(\)KOI)
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\MGPR,p\asm'\d7253756200070000(712478,767 (+)
Potassium/proton antiporter (VFO838) (KEPOEOOL_00001)
1S4 family transposase 1S231B (KEPOEOOL_00002)
DrmD_00013 DrmD (KEPOEOOL_00004)
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IMGPR _plasmid 2576861478 000007: 1,490-10,198 (+)
Potassium/proton antiporter (VFO838) (MLJPMCLJ_00104)
1S4 family transposase 1S231B (MLJPMCLJ_00103)
Insecticidal crystalline toxins (VF0658) (MLJPMCLJ_OOlOé) DrmD_00013 DrmD (MLJPMCLJ_00101)
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IMGPR _plasmid_2597490277_000006:80,283-94,627 (-)
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IMGPR _plasmid_2519103127_000002: 60,188-71,607 (-)
Transposon gamma-delta resolvase (JBLCPBBB_00051)
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IMGPR_plasmid_3300053491_057205: 25,198-42,838 (+)
Putative transposon Tn552 DNA-invertase bin3 (GABENOPO_00091)
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IMGPR_plasmid_2534681696_000011:55,621-70,826 (-)

Putative transposon Tn552 DNA-invertase bin3 (NJMBJPNI_00004)
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IMGPR _plasmid_3300011725_000055: 68-11,306 (+)
Putative transposon Tn552 DNA-invertase bin3 (AMCNKILJ_00061)
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IMGPR_plasmid_2630968597_000004:41,391-57,524 (-)
Transposon gamma-delta resolvase (MJPNBNAJ_00067)
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IMGPR _plasmid_2654588052_000003:40,702-56,083 (+)
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