Endoribonuclease HigB (KHABELGD_00019)
13 14 15 16 17 18 TViruIence—associated proteins (VF0679) (KHABELGD_00020)

IMGPR_plasmid_3300045790_000098: 10,564-17,251 (+)
Transcriptional regulatory protein ZraR (HNBACKNJ_00002)
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IMGPR _plasmid_3300025706_000018: 27-6,638 (-)
Oxygen-independent coproporphyrinogen |1l oxidase (PNNPPBFK_00001)

IMGPR_plasmid_3300011800_000009: 48-6,503 (-)

IMGPR_plasmid_3300025172_000001: 9,486-15531 (+)
AbiEi WP_146016717.1 AbiEi (KDENPHFF_00018)
SanaTA_SanaT_1 (KDENPHFF 00017)
tRNA-Cys(gca) \ 18 19

!#
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IMGPR_plasmid_3300015612_000004: 9,043-17,105 (+)

NAD(P) transhydrogenase subunit alpha (DBFACJKL_00002)
NAD(P) transhydrogenase subunit alpha part 1 (DBFACJKL_00001)
4 NAD(P) transhydrogenase subunit beta (DBFACJKL_00003)

IMGPR_plasmid_3300040761_000024: 190-11,071 (-)
RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (BNKNILNO_00003)
Outer membrane protein OprM (BNKNILNO_00005)
8 7 6 4 2 1

+
)

IMGPR_plasmid_3300024924_000011:1,178-12,843 (-)
RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (EOJPODAN_00087)
Outer membrane protein OprM (EOJPODAN_00085)
84 86
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w
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IMGPR_plasmid_3300024941_000010: 75,766-86,166 (+)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (FGOCLOEG_00002)
Outer membrane protein OprM (FGOCLOEG_00005)
3 1
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IMGPR_plasmid_3300024966_000011:114-14.814 (-)
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IMGPR_plasmid_3300024923_000004: 63-6,533 (-)
43 44

IMGPR_plasmid_3300004247_000002: 32,570-39,130 (+)
59 60

IMGPR_plasmid_3300024958_000001: 50,135-55,600 (+)

!H

IMGPR_plasmid_330000418%_000001: 14-4,120 (-)

!i

IMGPR_plasmid_3300004226_000001: 32,843-36,988 (+)

lp

IMGPR_plasmid_3300024982_000004: 146-4,576 (-)

i

IMGPR_plasmid_3300024934_000002: 63-6,533 (-)
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