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Sortase A (VF0788) (POPHBEFH_00023)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (POPHBEFH_00028)

Siderophore-dependent iron uptake system (VF0738) (POPHBEFH_00030)
Putative septation protein SpoVG (POPHBEFH,OOOQS) -acetyl-ADP-ribose deacetylase (POPHBEFH_00036)
VirR/VirS (VF0791) (POPHBEFH_00029)
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IMGPR_plasmid_3300029190_.000141: 18,769-36,492 (+)
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Fos_GSH-NCBIFAM fosfomycin resistance glutathione transferase (NFO00496.1) (LEDMFEGH_00005)
O-acetyl-ADP-ribose deacetylase (LEDMFEGH_00001)
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IMGPR_plasmid_3300007805_000105: 77-13,792 (-)
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MGPR_plasmid_3300029434_000227:73-13,478 (-)
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MGPR_plasmid_3300029791_000222: 130-13,109 (-)

31 32 GTP 3',8-cyclase (GFAFACFB_00033)
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MGPR _plasmid_3300029362_000206: 26,755-39,903 (+)

HTH-type transcriptional activator RhaR (OMLHOECI_00001)
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MGPR _plasmid_3300023506_000198: 183-11,938 (-)

Energy-coupling factor transporter transmembrane protein EcfT (FKJKPIHK_00029)
HTH-type transcriptional activator RhaR (FKJKPIHK_00026)
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IMGPR_plasmid_3300029427_000135: 17,638-31,005 (+)

Tyrosine recombinase XerD (DDOPHEKC_00007)
1S66 family transposase 1ISSwo2 (DDOPHEKC_00003)
8 6 5 4 2 1

5

D I, T D 0y I e D —&d

IMGPR_plasmid_2833189817_000003: 100-16,708 (-)

Tyrosine recombinase XerD (OBFCEMBB_00004)
1NN 3 2 1
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IMGPR_plasmid_2833321960_000004: 4-13,988 (-)

N

IMGPR _plasmid_2915377836_000006: 22,157-34,475 (+)

IMGPR_plasmid_3300029537_000061: 28,129-39,357 (+)
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Tyrosine recombinase XerD (FFBKBNLK_00032)
31 [ 33
N B N e ey W
32 15110 family transposase ISEnfa110 (GIICCJAO_00036)
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IMGPR_plasmid_3300029375_000248: 327-13,106 (-)
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IMGPR_plasmid_3300029378_000166: 18,192-34,050 (+)
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vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (MICAGNLK_00004)
Adaptive-response sensory-kinase SasA (MICAGNLK_00003)
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IMGPR_plasmid_3300029757_000144: 92-16,461 (-)
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HTH-type transcriptional repressor YtrA (FPKAGJHK_00006)
Vitamin B12 import ATP-binding protein BtuD (FPKAGJHK_00005)
Methionine--tRNA ligase (FPKAGJHK_00001)
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IMGPR_plasmid_3300029497_000124: 1,567-17,259 (-)

HTH-type transcriptional repressor YtrA (MNBFNMCH_00007)
Vitamin B12 import ATmeing protein BtuD (MNBFNMCH_00006)
Methionine--tRNA ligase (MNBFNMCH_00002)
Retron,VEFFH (MNBFNMCH_00001)
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IMGPR_plasmid_3300030432_000048: 324-16,270 (-)
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HTH-type transcriptional repressor YtrA (JMDIHOMO_00026)
Vitamin B12 import ATP-binding protein BtuD (JMDIHOMO_00027)
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IMGPR_plasmid_642979369_000025: 17,060-30,858 (+)

} 7000 nt

defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)




