bla_subclass_B1-NCBIFAM subclass B1 metallo-beta-lactamase (NFO33088.2) (NKAJDDEL_00002)
Putative HTH-type transcriptional regulator YwnA (NKAJDDEL_00003)
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IMGPR _plasmid_3300030020_000571: 234-6,542 (+)
bla_subclass_B1-NCBIFAM subclass B1 metallo-beta-lactamase (NFO33088.2) (JFOBCFPG_00002)
1 Putative HTH-type transcriptional regulator YwnA (JFOBCFPG_00003)
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IMGPR _plasmid_3300028566_000102: 60-6,674 (+)
bla_subclass_B1-NCBIFAM subclass B1 metallo-beta-lactamase (NFO33088.2) (DDJKMOKI_00053)
Putative 3-methyladenine DNA glycosylase (DDJKMOKI_00054)
54 \ Putative HTH-type transcriptional regulator YwnA (DDJKMOKI_00052)
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IMGPR_plasmid_3300028574_000126:44,340-51,334 (-)
bla_subclass_B1-NCBIFAM subclass B1 metallo-beta-lactamase (NFO33088.2) (GODBIEFK_00002)

Putative HTH-type transcriptional regulator YwnA (GODBIEFK_00003)
Putative 3-methyladenine DNA glycosylase (GODBIEFK_00001)
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IMGPR_plasmid_3300028779_000186:241-6,921 (+)
1 Putative HTH-type transcriptional regulator YwnA (MIHAPKDM_00002)
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IMGPR _plasmid_3300031261 000734: 15-5,367 (+)
59 Putative HTH-type transcriptional regulator YwnA (AJBCEIPF_00059)

{ { a

IMGPR_plasmid_3300030518_000410: 52,362-57,444 (-)
1

IMGPR_plasmid_3300029953 000656:27-4,536 (+)
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