
IMGPR_plasmid_3300042219_000078: 14-4,858 (+)

ISL3 family transposase ISRsp8 (HMGCADKC_00001)
ISL3 family transposase ISRsp8 (HMGCADKC_00002)

3 HitABC (VF0268) (HMGCADKC_00004) 5 6

IMGPR_plasmid_3300042224_000104: 8,595-13,424 (-)

ISL3 family transposase ISRsp8 (PEODNDAA_00015)

IMGPR_plasmid_3300042239_000120: 8,594-13,783 (-)

ISL3 family transposase ISRsp8 (ECHLPJEP_00015)

IMGPR_plasmid_3300042218_000091: 8,595-16,630 (-)

ISL3 family transposase ISRsp8 (PCDGLMJA_00015)1617

IMGPR_plasmid_3300042440_000132: 8,594-14,764 (-)

ISL3 family transposase ISRsp8 (CFCNFCOD_00015)

IMGPR_plasmid_3300042273_000248: 178-6,349 (+)

1 ISL3 family transposase ISRsp8 (PPMKKPON_00002)

IMGPR_plasmid_3300042251_000142: 8,594-17,487 (-)

ISL3 family transposase ISRsp8 (OGIDECGO_00015)
Formate dehydrogenase, mitochondrial (OGIDECGO_00016)

Sulfoacetaldehyde acetyltransferase (OGIDECGO_00017)

IMGPR_plasmid_3300042248_000123: 8,594-16,810 (-)

ISL3 family transposase ISRsp8 (FBNNGOIF_00015)
IS3 family transposase ISSsp2 (FBNNGOIF_00016)

IS3 family transposase ISMex37 (FBNNGOIF_00017)
1819

IMGPR_plasmid_3300027640_000076: 96-5,725 (+)

1 Alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase (DFMPHANA_00006)
Alpha-D-ribose 1-methylphosphonate 5-triphosphate synthase subunit PhnL

IMGPR_plasmid_3300002756_000055: 8,120-13,749 (-)

15

3000 nt

virulence (VFDB)


