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cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (KCBNNNAF_00032)

HTH-type transcriptioqal regulator PchR (KCBNNNAF_00031)
Cyclo(L-leucyl-L-leucyl) synthase (KCBNNNAF_00030)

33 Cyp125 (VF0843) (KCBNNNAF_00029)
36 3534 | | 28 27 26 25 24
I N — I

IMGPR _plasmid_2667527637_000002: 15,066-36,046 (-)
; 8000 nt |
virulence (VFDB) AMR (AMRFinderPlus)




