
IMGPR_plasmid_3300053491_021545: 4,886-13,640 (+)

HTH-type transcriptional regulator QacR (NJLFPEGI_00005)

IS6 family transposase IS431R (NJLFPEGI_00006)
Bifunctional AAC/APH (NJLFPEGI_00007)

8

IS256 family transposase IS256 (NJLFPEGI_00009)

10
Putative transposon Tn552 DNA-invertase bin3 (NJLFPEGI_00011)

RtxA (VF0482) (NJLFPEGI_00012) 13 14 15

IMGPR_plasmid_3300053491_019972: 44-8,712 (-)

IS6 family transposase IS431mec (HECIIGDO_00006)

IMGPR_plasmid_3300053491_023131: 20,562-29,254 (+)

29
IS6 family transposase IS431mec (FPLODIPP_00030)

IMGPR_plasmid_3300053491_019973: 15,849-26,287 (+)

qac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NF000089.1) (NIAIBCHH_00015)
IS6 family transposase IS431R (NIAIBCHH_00017) 21

IMGPR_plasmid_3300053491_021533: 1-3,097 (-); 24,120-31,930 (-)

3 34

IMGPR_plasmid_3300053491_023137: 28,052-29,429 (+); 1-8,330 (+)

4
Putative transposon Tn552 DNA-invertase bin3 (PBBOABFI_00005)

Putative transposon Tn552 DNA-invertase bin3 (PBBOABFI_00006)

11 12

IMGPR_plasmid_3300053491_021542: 23,774-29,410 (+); 1-5,796 (+)

Putative transposon Tn552 DNA-invertase bin3 (NCALBIMF_00002)

IMGPR_plasmid_3300053491_021543: 1,788-11,492 (+)

Putative transposon Tn552 DNA-invertase bin3 (KHGDCOAK_00008)

IMGPR_plasmid_3300053491_018649: 1-2,327 (-); 22,849-31,985 (-)

29IS6 family transposase IS431R (CMKOMENK_00032)

4000 nt

virulence (VFDB) AMR (AMRFinderPlus)


