
IMGPR_plasmid_3300008575_000009: 27,947-47,080 (+)

24 25 26 27 28
DNA primase (NOGPDCED_00030)

DNA topoisomerase 3 (NOGPDCED_00031)

31 32 33
Vitamin B12-binding protein (NOGPDCED_00035)

Vitamin B12 transporter BtuB (NOGPDCED_00036)

ABC transporter (VF0741) (NOGPDCED_00037)
Siderophore-dependent iron uptake system (VF0738) (NOGPDCED_00038)

Anaerobilin synthase (NOGPDCED_00039)
39

Elongation factor 4 (NOGPDCED_00041)

IMGPR_plasmid_3300008636_000005: 100-9,788 (-)

12

IMGPR_plasmid_3300008709_000008: 33-21,903 (-)

Caffeyl-CoA reductase-Etf complex subunit CarE (COJJHCLC_00001)

Caffeyl-CoA reductase-Etf complex subunit CarD (COJJHCLC_00002)

FadE29 (VF0845) (COJJHCLC_00003)

tRNA1(Val) (adenine(37)-N6)-methyltransferase (COJJHCLC_00004)

Inner membrane protein YjjP (COJJHCLC_00005)

6789
Elongation factor 4 (COJJHCLC_00010)
111215

IMGPR_plasmid_3300008556_000010: 11-15,508 (-)

12
Elongation factor 4 (BDJPOOOF_00003)

45

IMGPR_plasmid_3300008133_000006: 15,870-34,231 (-)

21

Type IV secretion system protein VirB11 (IFFMMEDN_00022)

2324
24 kDa outer membrane protein (IFFMMEDN_00025)

262728293334

IMGPR_plasmid_3300008734_000003: 691-18,348 (+)

9 10 11 12 13

IMGPR_plasmid_3300008630_000009: 1-4,316 (-); 22,367-36,452 (-)

6 303132DNA primase (KOMHILMA_00034)35

8000 nt

virulence (VFDB)


