erm_A_235_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (GLLANFFG_00033)
ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF600168.2) (GLLANFFG_00035)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (GLLANFFG_00026)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (GLLANFFG_00032)
151380 family transposase ISBaov1 (GLLANFFG_00027)
RosmerTA_RmrA_2600853143 (GLLANFFG_00024) cd09641 CAS-|; (GLLANFFG_00031)
18 19 20 21 22 23 25 | 28 29 30 | 34

£ K KK HET

IMGPR _plasmid_3300029419_000139: 19,031-34,334 (+)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (JNBIPBPJ_00030)
151380 family transposase ISBaov1 (JNBIPBPJ_00031)
RosmerTA__RmrA_2600853143 (JNBI PBP‘J,OOO28)
27 29 | 32 33 34

£ K KK HEDA

IMGPR_plasmid_3300029118_000075: 21,422-31,605 (+)

efflux_ OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (NANFFHGF_00001)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (NANFFHGF_00003)
15982 family transposase 1S195 (NANFF’HGF_OOOO2)
RosmerTA_RmrA_2600853143 (NANFFHGF_OOOOS) ‘

6 4 |
K K HTE-aEe T A —1 -

IMGPR_plasmid_3300029243_000198: 26-9,965 (-)

efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (BKICGCFO_00026)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (BKICGCFO_00025)
RosmerTA_RmrA_2600853143 (BKICGCFO_00023)
22 % |
K K KK HED-@mc -4 ]
IMGPR_plasmid_3300030084_000024: 18,037-27,186 (+)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (MKIPHHLC_00002)

RosmerTA_RmrA_2600853143 (MKIPHHLC_00004)
3 | 1

£ K KK HEDA

IMGPR_plasmid_3300029376_000263: 18-8,708 (-)

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NFO033834.1) (AOEPCFJE_00004)
RND_perm_OqgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (AOEPCFJE_00005)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (AOEPCFJE_00007)
RosmerTA_RmrA_2600853143 (AOEPCFJ E_OOOO?)
Cati(Tn efflux system protein CusC (AOEPCFJE_00006) Tetracycline resistance pro‘tein TetO (AOEPCFJE_00001)
(0} 8 3 2

K GEEEHTD-@EE -GdT

IMGPR_plasmid_3300029463_000088: 15-15,113 (-)

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NFO33834.1) (IIPINCHG_00002)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (IIPINCHG_00003)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (IIPINCHG_00006)
RosmerTA__RmrA_2600853143 (IIPINCHG_00008)
Cation efflux system protein CusC (IIPINCHG_00004)

o o I @D (G @R

- ——————— ————
IMGPR_plasmid_3300029210_000071: 33-14,528 (-)

31 32

IMGPR_plasmid_3300029583_000110: 24,784-30,831 (+)
SanaTA_SanaT_1 (DDIKALLL_00001)

K K KK HEDE

IMGPR_plasmid_3300028564_000020: 14-5,371 (-)
25 30

IMGPR_plasmid_3300029353 000170:22,828-27,349 (+)
[ 6000 nt i
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




