
IMGPR_plasmid_3300053491_083032: 18,122-20,238 (+); 1-9,925 (+)

1 2 3 4 5
MTase_II_00176 Type (EDIKHGIB_00006)

7 8 9 10 11 12
anti-RM (APIS108) (EDIKHGIB_00013)

14
DS-15__DS-15A (EDIKHGIB_00026)

27 28

IMGPR_plasmid_3300053491_079893: 18,451-20,246 (+); 1-9,811 (+)

MTase_II_00176 Type (JLGPBDDM_00006)
7 9

IMGPR_plasmid_3300029791_000385: 1-5,616 (-); 12,463-20,346 (-)

156 DNA primase TraC22
MTase_II_00176 Type (HOHICJJO_00023)

25262728

IMGPR_plasmid_3300029443_000383: 14,465-19,505 (-)

23
MTase_II_00176 Type (DKOAENME_00024)

IMGPR_plasmid_3300053491_077780: 1-4,802 (-); 11,695-22,303 (-)

18
MTase_II_00176 Type (JFHCLLEP_00020)

22232425
IS3 family transposase ISAtu3 (JFHCLLEP_00026)

IMGPR_plasmid_3300053491_079317: 1-6,773 (-); 13,622-22,268 (-)

IS3 family transposase ISAtu3 (OPLEELEB_00001)
232425

IMGPR_plasmid_3300053491_078625: 16,936-21,653 (+); 1-10,110 (+)

IS3 family transposase ISAtu3 (KFNALCDO_00001)
2 3 4 5

IMGPR_plasmid_3300053491_080638: 1-13,034 (-); 19,927-24,940 (-)

Tyrosine recombinase XerC (HAMKMOPD_00001)

Tyrosine recombinase XerC (HAMKMOPD_00002)
Tyrosine recombinase XerC (HAMKMOPD_00003)

456 28

IMGPR_plasmid_3300053491_080275: 16,291-20,823 (+); 1-9,398 (+)

1 2 3 4 5

IMGPR_plasmid_3300053491_078359: 1-3,045 (-); 8,140-20,348 (-)

2 MTase_II_00176 Type (EOPBOMDK_00016)
RM_Type_IIG__Type_IIG_2 (EOPBOMDK_00017)

18

IMGPR_plasmid_3300053491_079151: 1-5,717 (-); 10,291-20,396 (-)

46 MTase_II_00176 Type (GNJCENEA_00019)RM_Type_IIG__Type_IIG_2 (GNJCENEA_00020)21

IMGPR_plasmid_3300053491_078264: 15,096-20,395 (+); 1-9,972 (+)

1
RM_Type_IIG__Type_IIG_2 (AJMAHCBH_00002)

3 MTase_II_00176 Type (AJMAHCBH_00004)

IMGPR_plasmid_3300053491_079032: 2,892-18,182 (-)

MTase_II_00176 Type (NLFMNKJC_00011)
RM_Type_IIG__Type_IIG_2 (NLFMNKJC_00012)

1314

7000 nt

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


