Type IV secretion system protein virB9 (LHKHKLME_00004)
Type IV secretion system protein VirB11 (LHKHKLME_00002)
Type IV secretion system protein PtIE (LHKHKLME_00005)

3
y

IMGPR_plasmid_3300032278_000019: 1,243-7,853 (+)
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IMGPR_plasmid_3300033553_000034: 537-5,933 (+)
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IMGPR_plasmid_3300032134_000002: 12-7,868 (+)
1RM_Type_| MTases_FAM_0 (GHLHFCAB_00002)

IMGPR_plasmid_330003183%_000025: 32-6,832 (+)
1 queuosine precursor transporter (ODELGPPJ_00002)

IMGPR_plasmid_3300037565_000055: 121-6,296 (+)

PD-T7-2_B_ WP_009660643.1 (OGJMCMMI_00001)
PD-T7-2_PD-T7-2_A (OGJMCMMI_00002)
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IMGPR_plasmid_3300009611_000011: 125-8,138 (+)
19 18

IMGPR _plasmid_3300026253 000004:8,014-14,171(-)
191-deoxyxylulose-5-phosphate synthase YajO (BPBOIHGI_00018)

IMGPR_plasmid_3300035698_000026: 7,562-14,041 (-)
1 2

IMGPR_plasmid_3300027640_000033: 177-6,859 (+)
19 18

IMGPR _plasmid_3300027284_000020: 7,636-14,318 (-)
1S3 family transposase ISXau1 (IEFEJICK_00001)
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IMGPR_plasmid_3300032277_000005: 279-5,922 (+)
17 16

IMGPR _plasmid 2788500433 000001: 6,302-32,993 (-)
Nuclease SbcCD subunit C (OJNGBFGK_00001)
SDIC1_SDIC1A (OJNGBFGK_00004)

|23 5

IMGPR_plasmid_3300037565_000044: 93-7,737 (+)
CBASS__Sensing_SAVED SMODS-associated and fused to various effectors sensor domain (EAFNNKBH_00023)
Effector_00045 2TM (EAFNNKBH_00021)

\ 22 2019 1S66 family transposase ISAzs21 (EAFNNKBH_00018)
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IMGPR_plasmid_3300042224_000011:9,587-19,190 (-)
CBASS__Effector_2TM_S_2TMBeta SMODS-associating 2TM, beta-strand rich effector domain (OAJCNLPP_00006)

Cyclase_00046 oligonucleotide-cyclase (OAJCNLPP_00004)

Effector_00612 2T™ (OAJCNLPP_OOOOS)
JAB_00005 JAB (OAJCNLPP_OOdOZ)
E1E2_00012 E1-E2 (OAJCNLPP.00003)
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IMGPR_plasmid_3300037784_000032:41-11,827 (+)

Protein VirD4 (NFNGGGPD_00005)
2 3 4 6 7
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IMGPR_plasmid_2881356017_000001: 104-13,907 (+)

Protein VirD4 (ALABFMIH_00003) DpdE_00014 DpdE (ALABFMIH_00005)
1 2
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RM_Type_IIG_Type_IIG_5 (ALABFMIH_00006) 7
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IMGPR_plasmid_3300006701_000004: 56-24,780 (+)
DruM2_00009 DNA (DHGABOBA_00004)
Helicase_l_00001 Type (DHGABOBA_00006)
Protein VirD4 (DHGABOBA_00003)
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IMGPR_plasmid_3300020476_000001: 2-15,404 (+)
f 10000 nt !

defence (DefenseFinder) defence (PADLOC)
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