
IMGPR_plasmid_3300007347_000021: 28-5,127 (+)

PDC-S30_WP_227961428.1 (LEPOFNKI_00001)
2 3 4 5 6

IMGPR_plasmid_3300029493_000386: 73-5,837 (+)

Protein YhgF (BEPBFHDH_00001)

IMGPR_plasmid_2515154154_000008: 21,062-25,640 (-)

24

IMGPR_plasmid_2713897021_000001: 12,020-16,312 (-)

19

IMGPR_plasmid_3300029740_000168: 44-5,170 (+)

1

IMGPR_plasmid_3300007915_000030: 14,403-19,549 (-)

18

IMGPR_plasmid_3300006447_000009: 54-4,370 (+)

1

IMGPR_plasmid_2660238013_000003: 100-4,776 (+)

1

IMGPR_plasmid_2660238601_000003: 14,192-18,868 (-)

18

IMGPR_plasmid_3300029464_000147: 16,003-21,509 (-)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (BHPGNPNF_00019)

IMGPR_plasmid_3300009393_000096: 14,955-19,704 (-)

19

IMGPR_plasmid_3300011936_000066: 88-4,481 (+)

Putative trans-acting regulator (FFBMKDBI_00001)

IMGPR_plasmid_2558860763_000021: 16,365-22,011 (-)

IS30 family transposase IS1252 (FJBMLNFI_00020)

IMGPR_plasmid_2531839346_000001: 138-5,808 (+)

1

IMGPR_plasmid_3300007925_000092: 47-7,204 (+)

1

IMGPR_plasmid_3300006898_000020: 16,369-20,718 (-)

20

IMGPR_plasmid_3300011967_000027: 519-5,126 (+)

1

IMGPR_plasmid_3300029248_000334: 49-4,554 (+)

1

IMGPR_plasmid_2551306438_000002: 488-5,937 (+)

1 2

IMGPR_plasmid_2551306446_000001: 20-6,201 (+)

IS3 family transposase ISSag5 (LGDMOEGD_00001)
2 3

IMGPR_plasmid_2551306441_000001: 14,196-19,196 (-)

18

IMGPR_plasmid_3300014551_000138: 13-6,370 (+)

1 Cyclomaltodextrinase (POMILLON_00002)

IMGPR_plasmid_3300007976_000168: 487-6,419 (+)

Thioredoxin reductase (ABDPDHGL_00001)
Thioredoxin (ABDPDHGL_00002)

IMGPR_plasmid_3300029143_000003: 69-4,825 (+)

1 2

IMGPR_plasmid_3300007502_000081: 17,581-22,454 (-)

2425

IMGPR_plasmid_2551306435_000001: 19,445-24,428 (-)

2425

IMGPR_plasmid_2558860934_000002: 34-6,862 (+)

IS30 family transposase ISLmo6 (PCIIKKBP_00001)
AgrA/AgrC (VF0793) (PCIIKKBP_00002)

Accessory gene regulator protein A (PCIIKKBP_00003)

IMGPR_plasmid_3300029579_000388: 410-7,506 (+)

1 2 3

IMGPR_plasmid_3300030447_000262: 14,306-20,391 (-)

192223

IMGPR_plasmid_2645727943_000005: 41-6,935 (+)

1 2 3 4

IMGPR_plasmid_3300007126_000107: 9,529-16,795 (-)

12131415

IMGPR_plasmid_3300014510_000013: 9-5,876 (+)

1
Pseudomonine (VF0936) (DMHGGBHA_00002)

3

IMGPR_plasmid_3300008502_000008: 19,189-25,057 (-)

23
Pseudomonine (VF0936) (AMLAOHIF_00024)

25

IMGPR_plasmid_3300029519_000399: 9,595-16,184 (-)

12
Pseudomonine (VF0936) (KPLIJECN_00013)

1415

IMGPR_plasmid_3300029679_000196: 13,965-23,215 (-)

18
Pseudomonine (VF0936) (POMFMBMF_00019)

2021

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (POMFMBMF_00022)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (POMFMBMF_00023)
Maltose O-acetyltransferase (POMFMBMF_00024)

IMGPR_plasmid_3300029389_000125: 119-9,141 (+)

pfam06527 CAS-I-F; (BMPIPNKK_00001)
2 3 4

IMGPR_plasmid_3300029537_000146: 15,921-22,563 (-)

22mads_8 (GCNLCGII_00025)2627

IMGPR_plasmid_3300035647_000117: 455-9,685 (+)

ISNCY family transposase ISCb1 (DIMAJJPF_00001)
2 3 4 7 9

IMGPR_plasmid_3300014952_000031: 7,333-15,316 (-)

12131415

IMGPR_plasmid_3300028911_000135: 410-8,128 (+)

IS3 family transposase ISClsp1 (IAIAEIGH_00001)
2 3 4 5

IMGPR_plasmid_3300038728_000065: 7,420-19,579 (-)

71213141516ABC transporter (VF0818) (MBBHDPEO_00017)
Pseudomonine (VF0936) (MBBHDPEO_00018)

IMGPR_plasmid_3300029058_000287: 7,651-17,006 (-)

131415161718

IMGPR_plasmid_3300029719_000217: 463-9,293 (+)

1 2 3 4

IMGPR_plasmid_3300008096_000242: 148-8,134 (+)

1 2 3 4

IMGPR_plasmid_3300008104_000059: 68-7,769 (+)

1 2
Putative HTH-type transcriptional regulator YwnA (KOJIHHIO_00003)

4 Diphtheria toxin repressor DtxR (VF0742) (KOJIHHIO_00005)

IMGPR_plasmid_3300029566_000351: 29-6,694 (+)

1 2
Retron_VI__HTH (POLMLMFD_00003)

4 5

IMGPR_plasmid_3300029253_000332: 1,024-8,223 (+)

1
Putative prophage phiRv2 integrase (MBMFKEHL_00002)

3 4 5

IMGPR_plasmid_3300008073_000009: 17,115-26,234 (-)

ISL3 family transposase IS1165 (KNBCAKFN_00016)17

erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (KNBCAKFN_00018)

2324
Stress response regulator gls24 (KNBCAKFN_00025)

IMGPR_plasmid_3300029551_000178: 10,788-18,553 (-)

11121316

IMGPR_plasmid_3300029131_000366: 414-8,177 (+)

4

IMGPR_plasmid_3300029859_000209: 1,082-11,880 (+)

6 anti-RM (APIS098) (FEGCOBCC_00007) 11

IMGPR_plasmid_3300008057_000022: 613-13,147 (+)

ABCF_Lsa_all-NCBIFAM Lsa family ABC-F type ribosomal protection protein (NF000167.2) (OACFCMPG_00004)
5 6 7 Tyrosine recombinase XerC (OACFCMPG_00008)

IMGPR_plasmid_3300008682_000014: 3,049-15,339 (-)

ISL3 family transposase IS1165 (BBBEOEAA_00008)9
erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (BBBEOEAA_00010)

11

IMGPR_plasmid_3300007317_000018: 594-12,925 (+)

erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (BOLJEAON_00005)
6 ISL3 family transposase IS1165 (BOLJEAON_00007)

IMGPR_plasmid_7000000236_000009: 12,859-20,538 (-)

171920

IMGPR_plasmid_2531839257_000012: 16,695-24,836 (-)

19
HEase_00017 homing (OIDPJFGI_00020)

2124

IMGPR_plasmid_3300008328_000092: 364-11,693 (+)

Glyoxal reductase (GACBGAFF_00001)
2

Putative NAD(P)H nitroreductase YodC (GACBGAFF_00003)

4 5

Putative HTH-type transcriptional regulator YwnA (GACBGAFF_00006)

Catechol-2,3-dioxygenase (GACBGAFF_00007)
8

IMGPR_plasmid_3300008626_000081: 14,738-27,874 (-)

1920

4,4'-diaponeurosporen-aldehyde dehydrogenase (HICPGLCF_00021)

2223
UvrABC system protein B (HICPGLCF_00024)

252627

5000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


