gac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NFO00089.1) (CKNKPGMH_00008)
Cadmium resistance transcriptional regulatory protein CadC (CKNKPGMH_00017)
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HTH-type transcriptional regulator QacR (DLEKLNDC_00003) 8 9
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22 AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO12165.0) (ELJKIBAF_00001)

e O )-&— HD—1 0 — @

——
IMGPR_plasmid_3300053491 023167: 13,250-24,6083 (+); 1-608 (+)
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16 22 1S6 family transposase I1S257R1 (CBEJOKBI_00023)
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Putative transposon Tn552 DNA-invertase bin3 (MFIENOBH_00007)
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IMGPR_plasmid_3300053491_024091: 1-4,543 (-); 20,034-24.,853 (-)
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HTH-type transcriptional regulator QacR (HBDHCOCJ_00019) 24

L > > >
I ——
IMGPR _plasmid_3300053491_040251:17,129-24,709 (+); 1-6,002 (+)

macrolide_MphC-NCBIFAM Mph(C) family macrolide 2'-phosphotransferase (NFO00240.1) (KINEIOAH_00018)
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IMGPR_plasmid_3300053491_038795:2,460-16,716 (-)
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