Peptidoglycan-associated lipoprotein (IMLDMNJI_00004)

Major exported protein (IMLDMNJI_00005) Thiol:disulfide interchange protein DsbG (IMLDMNJI_00017)
SCI-I1 T65S (VF1120) (IMLDMNJI_00006) Thiol:disulfide interchange protein DsbD (IMLDMNJI_00018)
T6SS-111 (VFO784) (IMLDMNJI_00003) T655-111 (VFO784) (IMLDMNJI_00008) T6SS-111 (VFO784) (IMLDMNJI_00014)
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IMGPR_plasmid_2905869458_000003: 80-26,903 (+)
Peptidoglycan-associated lipoprotein (HJHNHNFE_00003)
Major exported protein (HJHNHNFE_00004)
T6SS-111 (VF0784) (HJIHNHNFE_00002) T6SS-111 (VFO784) (HJHNHNFE_00009) Thiol:disulfide interchange protein DsbG (HJHNHNFE_00018)
SCI-1 T6SS (VF1120) (HIHNHNFE_00005) T6SS-111 (VFO784) (HIHNHNFE_00015]
1 \ | 67 8 10 1112 13 14 16 17 | Thiokdisulfide interchange protein DsbD (HJHNHNFE_00019)
IMGPR_plasmid_2921833714_000001: 63-26,546 (+)
SCI-I T6SS (VF1120) (BOOBPPIF_00064) Thiol:disulfide interchange protein DsbG (BOOBPPIF_00052)
T655-111 (VFO784) (BOOBPPIF_00061) T6SS-11 (VFO784) (BOOBPPIF,OOOS?)F
63 62 60 59 58 57 56 54 53 Thiol:disulfide interchange protein DsbD (BOOBPPIF_00051)

)
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IMGPR _plasmid_2871393495_000002: 71,832-93,959 (-)
SCI-1T6SS (VF1120) (NHNOKJKM_00001) Thiol:disulfide interchange protein DsbG (NHNOKJKM_00014)
T6SS-111 (VFO784) (NHNOKJKM_00004) T6SS-111 (VFO784) (NHNOKJKM_00011)
2 3 5 6 7 8 9 10 12 13 \ Thiol:disulfide interchange protein DsbD (NHNOKJKM_00015)
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IMGPR _plasmid_2902975652_000002: 245-23,208 (+)
Thiol:disulfide interchange protein DsbG (PKOJPBCJ_00009)
T6SS-11I (VFO784) (PKOJPBCJ,OOOO(FF
1 2 3 4 5 7 8 Thiol:disulfide interchange protein DsbD (PKOJPBCJ_00010)

—
IMGPR_plasmid_2876343645_000001: 66-12,660 (+)

Protein ClpV1 (HLDILBAP_00003) Thiol:disulfide interchange protein DshG (HLDILBAP_00017)
T6SS-111 (VFO784) (HLDILBAP_00006) T6SS-111 (VFO784) (HLDILBAP_00014)
12 45 7 8 9 10 11 12 13 15 16 Thiol:disulfide interchange protein DsbD (HLDILBAP_00018)
I I
IMGPR_plasmid_2937405251_000005: 58-24,003 (+)
SCI-1 T6SS (VF1120) (KFIMDONH_00066) Thiol:disulfide interchange protein DsbG (KFIMDONH_00053)
T6SS-111 (VFO784) (KFIMDONH_00064) T6SS-111 (VFO784) (KFIMDONH_OOO%T
65 63 62 61 60 59 58 57 55 54 ‘ Thiol:disulfide interchange protein DsbD (KFIMDONH_00052)
I I I
IMGPR _plasmid_2869131919 000002: 74,441-98,981 (-)
Thiol:disulfide interchange protein DsbG (KEPHIFEJ_00058)
T6SS-111 (VFO784) (KEPHIFEJ_00061)
62 60 59 Thiol:disulfide interchange protein DsbD (KEPHIFEJ_00057)

e—————
IMGPR _plasmid_2902989020_000002: 65,978-77,378 (-)
Thiol:disulfide interchange protein DsbG (LLBBKEPM_00006)
T6SS-111 (VF0784) (LLBBKEPM_00003]
1 2 4 5 \ Thiol:disulfide interchange protein DsbD (LLBBKEPM_00007)
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IMGPR_plasmid_2731957806_000003: 135-12,250 (+)
Thiol:disulfide interchange protein DsbG (PCOBPOFO_00054)
T6SS-111 (VFO784) (PCOBPOFO_00057)
T6SS (VF0569) (PCOBPOFO_00060)

58
59T 56 55 ‘ Thiol:disulfide interchange protein DsbD (PCOBPOFO_00053)

I I
IMGPR_plasmid_2903001996_000003: 72,850-83,671 (-)
50S ribosomal protein L16 3-hydroxylase (HEDLCJHC_00041)
1S1 family transposase IS1R (HEDLCJHC_00042)
Malto-oligosyltrehalose trehalohydrolase 1S1 family transp‘osas‘eﬁISID (HEDLCJHC_00043)
Glycogen operon protein GlgX (HEDLCJHC_00038)
‘Maltooligosyl trehalose s‘ynthase (HEDLCJHC_00037)
39 40

Thiol:disulfide interchange protein DsbG (HEDLCJHC_00052)
T6SS-111 (VFO784) (HEDLCJHC_00049)
44 45 46 47 48 50 51 \ Thiol:disulfide interchange protein DsbD (HEDLCJHC_00053)

)

IMGPR_plasmid_2627854230_000002: 49,201-73,858 (+)
T6SS secreted effectors (VF0651) (KJFHBJJB_00003)
1 2 Thiol:disulfide interchange protein DsbD (KJFHBJJB_00004)
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IMGPR_plasmid_2937357040_000002: 66-8,281 (+)
PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (HPMCPFKB_00071)
4-hydroxy-tetrahydrodipicolinate synthase (HPMCPFKB_00068)

putative cysteine-rich prdtein YhjQ (HPMEPFKB_OOO73) Peptidoglycan-associated lipoprotein (HPMCPFKB_00061)
Trk systemfpotassium upfake protein TrkG (HPMCPFKB_00072) Major exported protein (HPMCPFKB_00060)

| | Histidinol-phosphate aminotransferase (HPMCPFKB_00066) SCI-1 T6SS (VF1120) (HPMCPFKB_00059) Thiol:disulfide interchange protein DsbG (HPMCPFKB_00049)

Arsenical pump membrane protein (HPMCPFKB_OOO?O) T6SS-111 (VFO784) (HPMCP#KB_OOCéZ) T6SS-111 (VFO784) (HPMCPFKB_00055)
Protein hcpi (HPMCPFKB_OOO?S) T6SS (\/F0569) (HPMCPFKB_00065) 58 Thiol:disulfide interchange protein DsbD (HPMCPFKB_00048)
T 74 | | | | 69 67 | T 64 63 15756 54 535251 50 |
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IMGPR_plasmid_2871420371_000001: 59,005-90,243 (-)
PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (MKAHIBBN_00006)

4-hydr0xy-tet?§1ydrodipicolinate synthase (MKAHIBBN_00009)
putative cysteine-rich protéin YhjQ (MKAHIBBN_00004) Peptidoglycan-associated lipoprotein (MKAHIBBN_00016)
Trk system potassium uptake protein TrkG (MKAHIBBN_00005) Major exported protein (MKAHIBBN_00017)

‘ ‘ Histidinol-phosﬁhate aminotransferase (MKAHIBBN_00011) SCI-l T6§§(VF1120) (MKAHIBBN_00018) Thiol:disulfide interchange protein DsbG (MKAHIBBN_00028)
Arsenical pump membrane protein (MKAHIBBN_OOOB7) T6SS-111 (VFO784) (MKAHIBBN_OOOlS) T6SS-111 (VFO784) (MKAHIBBN_00022)
Protein hcpl ‘(MKAHIBBN_‘OOOOI) T6SS (VF0569) (MKAHIBBN_00012) 19 Thiol:disulfide interchange protein DsbD (MKAHIBBN_00029)
2 3| | \ | 8 10 | T 13 14 T2021 23 24 25 26 27
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\MGPpr\asmiij740931?57000002: 778-32,229 (+)
} 10000 nt {
virulence (VFDB) AMR (AMRFinderPlus)




