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IMGPR _plasmid_3300036955_000132: 30,075-41,645 (+)

w
N
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IMGPR _plasmid_3300037671_000303: 392-11,962 (-)

I
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46 47 Guanylate kinase (NOOBLFAN_00048)

IMGPR_plasmid_3300036971_000224: 34,001-46,581 (+)

NADPH dehydrogenase (KMCBBELK_00046)
43 44 45 47

IMGPR_plasmid_3300036970_000357:30,073-43,869 (+)

Fos_GSH-NCBIFAM fosfomycin resistance glutathione transferase (NFO00496.1) (JJCNGNFE_00049)
PCP degradation transcriptional activation protein (JJCNGNFE_OOO47)
2-(acetamidomethylene)succinate hydrolase (JJCNGNFE_00048)
1S5 family transposase ISCARN33 (JJCiNGNFE_OOO4‘6)
44 45

i
|4

IMGPR_plasmid_3300036946_000151:33,177-47,400 (+)
28 29

w
o

IMGPR_plasmid_3300010353_000223: 23,432-31,898 (+)

w
IS

GajA_00010 AAA (GOJDKEBA_00038) 39 40 41 42

IMGPR_plasmid_3300035034_000024: 27,660-43,331 (+)
38 40

S
&

IMGPR_plasmid_3300003778_000076: 35,980-47,342 (+)

o
w

IMGPR_plasmid_3300026299_000110: 3,150-14,512 (-)

o
w

IMGPR_plasmid_3300009517_000052:2,187-13,549 (-)
6000 nt i
defence (PADLOC) AMR (AMRFinderPlus)




