Putative transposon Tn552 DNA-invertase bin3 (ALGNJEEA_00035)
1S6 family transposase IS1216E (ALGNJEEA_00033)
1S30 family transposase 151252 (ALGNJEEA_00031)
1SL3 family transposase 151251 (ALGNJEEA_00034)
PagR-X02 (VF0665) (ALGNJEEA_00026) ‘ DNA-invertase hin (ALGNJEEA_00038)

DNA-invertase hin (ALGNJEEA_00029) Protein UmuC (ALGNJEEA_00039)
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IMGPR_plasmid_2912404600_000003: 23,424-33,600 (+)
15256 family transposase 15256 (BCAPOFDD_00031)
AbiP2 (BCAPOFDD_00030) MTase_|_00005 Type (BCAPOFDD_00032)
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IMGPR_plasmid_2900830961_000003: 22,520-37,160 (+)
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IMGPR_plasmid_2872261280_000001: 26,028-35,438 (+)
MTase_I_00005 Type (GGMIHMGN_00021)
AbiP2 (GGMIHMGN_00020) 23 24 25 26

ISL3 family transposase 151251 (GGMIHMGN_00028)
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IMGPR_plasmid_2907626612_000003: 16,815-32,872 (+)
1S256 family transposase ISEfm2 (KGFFEFME_00002)
AbiP2 (KGFFEFME_00001) MTase_|_00005 Type (KGFFEFME_00003)
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IMGPR_plasmid_2904375950_.000003: 131-11,116 (+)
MTase_|_00005 Type (BFDBNNAF_00002)

AbiP2 (BFDBNNAF_00001)
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IMGPR _plasmid_2541047995_000006: 126-9,376 (+)
putative type | restriction enzymeP M protein (JPFBIFFD_00047)

IMGPR_plasmid_2879816937_000004: 32,250-39,320 (-)
1

IMGPR_plasmid_2541047996_000006: 139-6,919 (+)
} 6000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




