Putative transposon Tn552 DNA-invertase bin3 (MCDPGLFA_00055)
DNA-invertase hin (MCDPGLFA_00052)
Protein UmuC (MCDPGLFA_00051)
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ISL3 family transposase [S1251 (GGMIHMGN 00028)
25 24 23 1S6family transposase IS1216E (GGMIHMGN_00022)

s 4 >-D—< — D

IMGPR _plasmid_2907626612_000003: 23,089-33,474 (-)
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Toxin YoeB (ENBKMOMG_00007) 151380 family transposase 151678 (ENBKMOMG_00017)
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IMGPR plasmid_650625510_000001: 1-13,717 (+)
Toxin YoeB (NMIEEHDM_00038)
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1S256 family transposase ISEfm2 (DCECNFHE_00017)
Toxin YoeB (DCECNFHE_00011)
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IMGPR_plasmid_2558860800_000004: 27,500-34,744 (+)

IMGPR_plasmid_2627853809_000001: 1-13,483 (+)
Toxin YoeB (KEDNAEKC_00042)
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IMGPR _plasmid_2718217901_000002: 28,805-43,761 (-)
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